
logo MKNNDCFLRLKNPQSGMAL I EVLVAMLVLTIG I LALLSVQLRTVASVREAETQTIVSQITQNLMEGML IMNPTIDSD
NTDB id 47962 NMBM01240149 RS06870 WP 014581127.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSD 75
NTDB id 1087 NMV RS07485 WP 014574103.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSD 75
NTDB id 1137 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSD 75
NTDB id 1121 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSD 75
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!
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NTDB id 47962 NMBM01240149 RS06870 WP 014581127.1 SNKKNYNLYMGNH...HTLSAVDGDFAVDAVKSKKDLAKAQLDRFGYELKNALQDAAAIYYAVCKDSSGAAPTLS 147
NTDB id 1087 NMV RS07485 WP 014574103.1 SNKKNYNLYMGNHTLPHTLSAVDGDFAIDAMKTKGQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGKAPTLS 150
NTDB id 1137 NGFG RS02425 WP 003694976.1 SNKKNYNLYTGSYA....PTSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLS 146
NTDB id 1121 NGFG RS02425 WP 003694976.1 SNKKNYNLYTGSYA....PTSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLS 146
consensus !!!!!!!!! ! ** **** !!!! * * *!**!!*!!!*!!*!!!!*!!*!! !!*!!!!!!!!!*!!!!!

logo

AGSNATFSSNCDKNKANGDTL IKVLWVNDSAGDSDIASFRTNLETVNSGDNSNIVYTYQARVGGRE
NTDB id 47962 NMBM01240149 RS06870 WP 014581127.1 AGSTFSSNCDNKANGDTLIKVLWVNDSAGDSDIARTNLETNGNNIVYTYQARVGGRE 204
NTDB id 1087 NMV RS07485 WP 014574103.1 .GNAFSSNCDNKANGDTLIKVLWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 206
NTDB id 1137 NGFG RS02425 WP 003694976.1 .GNTFSSNCDKKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1121 NGFG RS02425 WP 003694976.1 .GNTFSSNCDKKANGDTLIKVLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
consensus !**!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!**!*!!!!!!!!!!!!!!
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