
logo MRKQNTLTGIPTSDGQRGFSALF IVLMVMIVVAFLVVTAAQSYNTEQR I SANESDRKLALSLAEAALREGEFLQVLD
NTDB id 47960 NMBM01240149 RS06860 WP 014581125.1 MRKQNTLTGIPTSDGQRGFALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGELQVLD 75
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLD 75
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo LEYDTATDSKVTFSENCEGKGLCTAVNVRTNNNDGNEEAVFDGNIVVQGKTPTVEAVKRFSCPAKNSGKNSTDGLC IDKNKQGMVEYEK
NTDB id 47960 NMBM01240149 RS06860 WP 014581125.1 LEYDTDSKVTFSENCGKGLCTAVNVRTNN.DNEEAFDNIVVQGKPTVEAVKRFCPAN....STDLCIDKKGMEYK 145
NTDB id 1139 NGFG RS02435 WP 003687918.1 LEYTADSKVTFSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYE 150
consensus !!! !!!!!!!!!! !!!!!!!!!!!!!* !!! ! !!!!!! !!!!!!!! !!! ****!! !!!! !*!!

logo KGKTGNSVSKMPPRYI I EYLGEVKNGNEQNI
VYRVTAKAWGKNANTVVVLQSYVGSNNDEQ

NTDB id 47960 NMBM01240149 RS06860 WP 014581125.1 KGKGSVSKPPRYIIEYLGVKNGENVYRVTAKAWGKNANTVVVLQSYVSNNDE. 197
NTDB id 1139 NGFG RS02435 WP 003687918.1 KGTGNVSKMPRYIIEYLGEKNNQNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
consensus !! ! !!!*!!!!!!!!! !! !*!!!!!!!!!!!!!!!!!!!!!! !!!!*
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