
logo MELRQTDEFAQAAARAAIRWFLAERYAGSGNSEVLANCTERLFQALQNGHSF IRLSGDGEADALSALAPVVGTSAAPL I L
NTDB id 47958 NMBM01240149 RS05360 WP 014581068.1 MERQTDEFAQAAARAAIWFLARYAGSGSEVLANCTERLFQALQNGHSFIRLSGGEADALSALAPVVGTSAAPLIL 75
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLIL 75
consensus !! !!!!!!!!!!!!!! !! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo EGRRLFLGRMWQLEYDLAAE IKRLAAAGTSAPDAAGARQNLAKWFQGATGSEGQRDAAALALLQFSFMVITGGPGTG
NTDB id 47958 NMBM01240149 RS05360 WP 014581068.1 EGRRLFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGTGSEGQRDAAALALLQSFMVITGGPGTG 150
NTDB id 1134 OK783 RS03985 WP 010358120.1 EGRRLFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTG 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!

logo KTTTVAKLLAL ICGEDNENLPHNIALAAPTGKAAAHMARALHRAS INGFDAPEAI
VRRHLLKLEGQTVHRLLKLRSPPKM

NTDB id 47958 NMBM01240149 RS05360 WP 014581068.1 KTTTVAKLLALICGEDENLPNIALAAPTGKAAAHMARALHRAINGFDAPEAIRRHLLKLEGQTVHRLLKLRPPKM 225
NTDB id 1134 OK783 RS03985 WP 010358120.1 KTTTVAKLLALICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKM 225
consensus !!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!! !!!!

logo QAAFDNHP I
V
R
YPLPFLDVL IV I

VDEASMLDTALMLQLLKAVKTGARVI LLGDENQLPSVGIGAVLSVLSHQKTVLDGETHQR
NTDB id 47958 NMBM01240149 RS05360 WP 014581068.1 QAAFNPVYPLPLDVLVIDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSHKTVLDGETHQR 300
NTDB id 1134 OK783 RS03985 WP 010358120.1 QAAFDHIRPLPFDVLIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQR 300
consensus !!!! * !!! !!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo LAGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGCLARAAVSGDEGAWALFDRFPDELEHSECSPNARVE
NTDB id 47958 NMBM01240149 RS05360 WP 014581068.1 LAGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGCLARAAVSGDEGAWALFDRFPDELEHSECSPNARVE 375
NTDB id 1134 OK783 RS03985 WP 010358120.1 LAGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGCLARAAVSGDEGAWALFDRFPDELEHSECSPNARVE 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RLYRAHKAYWQAVKDGNI EAAYAGI SDIVVLAAWRQDAEDFNEAYCSHYVRRKMNIPEHLQAYFAGEP IMIRQNDYA
NTDB id 47958 NMBM01240149 RS05360 WP 014581068.1 RLYRAHKAYWQAVKDGNIEAAYAGISDIVVLAAWRQDAEDFNEAYCSHVRRKMNIPEHQAYFAGEPIMIRQNDYA 450
NTDB id 1134 OK783 RS03985 WP 010358120.1 RLYRAHKAYWQAVKDGNIEAAYAGISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYA 450
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!

logo LELFNGDIGL IMEDVGRQGSLAAYFADADGFKKVAVSCLPDEFEPAFAMTVHKSQGSEYREVWLLPPSADAPSDEGD
NTDB id 47958 NMBM01240149 RS05360 WP 014581068.1 LELFNGDIGLIMEDVGRQGSLAAYFADADGFKKVAVSCLPDFEPAFAMTVHKSQGSEYREVWLLPPSAAPSDEGD 525
NTDB id 1134 OK783 RS03985 WP 010358120.1 LELFNGDIGLIMEDVGRQGSLAAYFADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGD 525
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!



logo DALSGLSKELLYTAITRAREKFVFFGGEKEKTFCRQAAVANTVKTVRQTALGSMLERVFSQE
NTDB id 47958 NMBM01240149 RS05360 WP 014581068.1 DALSGLSKELLYTAITRAREKFVFFGGEETFRQAAATVKTRQTALGSMLERVFSQE 581
NTDB id 1134 OK783 RS03985 WP 010358120.1 DALSGLSKELLYTAITRAREKFVFFGGKKTFCQAVNTVKVRQTALGSMLERVFSQE 581
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!! !!! !!!!!!!!!!!!!!!!
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