
logo MKHYALL I SFLALSACSQGSEDLNEWMAQTRREAKAE I IPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGE
NTDB id 47946 NMBM01240149 RS02145 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGE 75
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALLISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGE 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NAPDTKR IKETLEKFSLENMRYVGI LKSGQKVSGF I EAEGYVYTVGVGNYLGQNYGR I ES ITDDS IVLNEL I EDS
NTDB id 47946 NMBM01240149 RS02145 WP 002214522.1 NAPDTKRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDS 150
NTDB id 1101 NMB RS09450 WP 002214522.1 NAPDTKRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDS 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGNWVSRKAELLLNSSDKNTEQAAAPAAEQN
NTDB id 47946 NMBM01240149 RS02145 WP 002214522.1 TGNWVSRKAELLLNSSDKNTEQAAAPAAEQN 181
NTDB id 1101 NMB RS09450 WP 002214522.1 TGNWVSRKAELLLNSSDKNTEQAAAPAAEQN 181
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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