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MYLKAFDRKWDRA
MTVDQNRGYFSTL IVQELLIVSVMVLLIVLS IVLATLAIAVFYTPVSYRENSYVRESKANKLIRNAAVHRAALLENARHFMEQKFYALKQKNGSRF

NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 MYLKAFDRKWDRATVQRGYSLIQLLVVMLLVSILATAAFTVYRESVRSANLRAAHAALLENARFMEQFYAKKGSF 75
NTDB id 47942 NMBM01240149 RS00965 WP 002214937.1 ............MTDNRGFTLVELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRF 63
NTDB id 1117 NGFG RS06520 WP 002214937.1 ............MTDNRGFTLVELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRF 63
NTDB id 1085 NMV RS10945 WP 002218144.1 ............MTDNRGFTLVELISVVLILSVLALIVYPSYRNYVEKAKINAVRAALLENAHFMEKFYLQNGRF 63
consensus *!**!!**!**!**!*!**!*!!******!!**!**!***!**!!!!!!!*!!!*!!***!*!

logo KLQTSTKWPESLPVIKEAGEGFC IRMLSNGQIAKRGI
ALEDGSKFTMLKAVALIDRKEDAKENPRFVI LIRKLMNESNLTVATVFVICGKKMKGSKAGSSCTSDGELED

NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 KLTSTKWPELPVKEAGGFCIRMSGQAKGILEGKFTLKAVALDREAEPRVLRLNESLTAVVCGKMKGKGSCTDGEE 150
NTDB id 47942 NMBM01240149 RS00965 WP 002214937.1 KQTSTKWPSLPIKEAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENLVTFICKK..SASSCSDGLD 136
NTDB id 1117 NGFG RS06520 WP 002214937.1 KQTSTKWPSLPIKEAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENLVTFICKK..SASSCSDGLD 136
NTDB id 1085 NMV RS10945 WP 002218144.1 KQTSTKWPSLPIKEAEGFCIRLNGIARGALDSKFMLKAVAIDKDKNPFIIKMNENLVTFICKK..SASSCSDGLD 136
consensus !*!!!!!!*!!*!!!*!!!!!**!*!*!*!**!!*!!!!!*!****!*****!!*!****!*! ***!!*!!**

logo

I
YFRKGNDAKEDCRKPLFLTKG

NTDB id 1187 NEISUBOT RS06510 WP 050767750.1 IFRGNDAECRPFTG 164
NTDB id 47942 NMBM01240149 RS00965 WP 002214937.1 YFKGNDKDCKLLK. 149
NTDB id 1117 NGFG RS06520 WP 002214937.1 YFKGNDKDCKLLK. 149
NTDB id 1085 NMV RS10945 WP 002218144.1 YFKGNDKDCKLFK. 149
consensus *!*!!!**!** *
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