
logo MNKTLKRQVFRHTALYAAI LMFSHTGGGGGAMQAEQTHKNYAI IVMNENQRKNLQLPEVKGWGNGQQYQSSTI
L
K
V
D
NKDENRETRKQFVIHYNTKSDGFRG

NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 MNKTLKRQVFRHTALYAAILMFSHTGGGGGAQAETHNYAIVMNNQKLPEVKWGQQYQSLVNKENTRQVIHTSGFG 75
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGG.GAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRG 74
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! ! !! !!!*!! *!!! !! ** !* ! !* !

logo

G
I
KKG

N
G
VSLVFSFDNNTDETLVVASKQKQNRGTAVVFGATATYLPPYGKVSGFDAEDEGKLKQEKRNTNALVDWIGHTTDQAPGLAVGYASYETDNVI

TCNRSGN
NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 IKKNVSLSFNNTDEVVAKKNGTVVFGAATYLPPYGKVSGFDEEKLKERTNALDWIGTTDPGLVGYSYENVTCNSG 150
NTDB id 1090 CAA90909.1 1..3114( ) G..GGSVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSN 147
consensus ** !* ! !!! *! !! !!! !!!!!!!!!!!!!! * ! ! !!*!!!*!! *!! !! ! ! ! !

logo

N
QCPEQLVSVYEKTKQF ISFDGNHIGQLAKKNKTADGSKSLDI

R
H
Y
E
PDKPSRDENSP IYKLKQDHYPWLGVSFNLGGSENSSTFVKDPGKKRSFQGNKSL IVSSFS

NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 NCPEVSYKTQFIFDNHQLAKKKTDSKLDIYEDKSRDNSPIYKLQDYPWLGVSFNLGGESSFKPKR.QGSLVSSFS 224
NTDB id 1090 CAA90909.1 1..3114( ) QCPQLVYETKFSFDGIGLAKN..AGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFS 220
consensus *!! * ! ! ! !! * !!! ** !! **!*!!*!!!!!!! !*!!!!!!!!!! ! * !* ** !*!!!!

logo EDGNVNTNQQNTGITQDQYKGKNLVYSTTETDRGYHNNS IQGSLNRSDNHWKQDREKHHTAI
MAFYYLNAKLHLLDKKGI EKDIATDQGKTVDQLGTVLKRPR I

V
D
E

NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 EDVTQQNGTQDQYKGKNLVYTTEDYNNQGNRNHQDKHHAIAFYLNAKLHLLDKKGIKDITD.KTVQLGVLKPRID 298
NTDB id 1090 CAA90909.1 1..3114( ) EGNNNQTI..........V.STTRGHSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVE 284
consensus ! *! **********!**! * * !*!*!*!!!!!!!!!!!!!! !! *!!! !! !*!!**

logo

A
LTEVARRWKNRGHEGLSFLFNFSNWAGNTWKTFI EDKGANI

V
S
TVKRLGI LPEVKAGRC I

VNKASNPNPKNAKQAVLPSPALTAPALWFGPVKQDNGKAVEQMY
NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 LTEAWKNRHGSFFSNGNWTFEDKGAVSVKLILPEVKAGRCINKSNPNPKAQVLSPALTAPALWFGPVQNGKVQMY 373
NTDB id 1090 CAA90909.1 1..3114( ) ATVRR...GELLNFWATWKIEDKGNITVRLGLPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMY 356
consensus ! **** * ! !!!! **!*! !!!!!!!!!*!! !!!! ! *!!!!!!!!!!!!!! !! !!

logo SASVSTYPDSSSSR I FYLQNLKRKTDPGKRPGRHYSLAETLNTEKNSDI EKSREKPNTFTGRQTI IRLDNGGVQREQIKLDKRNSNETAEVTV
NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 SASVSTYPDSSSSRIFLQNLKRKTDPGRPGRYSLATLNKSDIESRKPTFTGRQTIIRLDGGVQQIKLDKSNEA.T 447
NTDB id 1090 CAA90909.1 1..3114( ) SASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVV 431
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!*!! !! !! !! ! !!!!!!!!!! !!! !!!!* ! *

logo

G
N
F
LNGNDGTNNDNTFGIVKDELYGSVENPDETNSEWKKVLLPWTVRGSFASDNDNEKFKVAKFNKEESNNDNKDPKYSQKRYR I

SRDENGNKNGSEKR
NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 GLNGN.TNNNTFGIVKEYSVNPETNEWKKVLLPWTVRSFSNDNEFVKFNKES.....DKYSQRYRIRENGNNSKR 516
NTDB id 1090 CAA90909.1 1..3114( ) NFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKFKAFNKEENNDNKPKYSQKYRSRDN.NKGER 505
consensus !!!* !! !!!!!!* ! !*! !!!!!!!!!!!! ! !! ! !!!! ******!!!!*!! !*!*! !



logo

D
NLGDIVNSP IVAVGEGYLATSANDGMVHI FKKQGNSGGDDKRNSYNSLKLSYIPGTMPRKDI EQNSKTDESNTLAKDELVRTFAEKGSY

NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 DLGDIVNSPIVAVGGYLATSANDGMVHIFKKGNGGDDRNYSLKLSYIPGTMPRKDIESKDSNLAKELRTFAEKSY 591
NTDB id 1090 CAA90909.1 1..3114( ) NLGDIVNSPIVAVGEYLATSANDGMVHIFKQ.SGGDKRSYNLKLSYIPGTMPRKDIQNTESTLAKDVRTFAEKGY 579
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!! * !!! ! ! !!!!!!!!!!!!!!! *! !!!**!!!!!! !

logo VGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAKAVSLFDVKDNGNNGNNRVELGYT
NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 VGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTKASLFDVKDNGNNGNNRVELGYT 666
NTDB id 1090 CAA90909.1 1..3114( ) VGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKDNGNNGNNRVELGYT 654
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo VGTPQIGKTHDGKYAAFLASGYATKE I INTSGTDNKTALYVYDLEGSNSGTNNTL IKKIDEVPGGKGGLSSPTLVDKDLDG
NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 VGTPQIGKTHDGKYAAFLASGYATKEIN.STDNKTALYVYDLESSG..TLIKKIDVPGGKGGLSSPTLVDKDLDG 738
NTDB id 1090 CAA90909.1 1..3114( ) VGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDG 729
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! *! !!!!!!!!!!!! !** !!!!!*!!!!!!!!!!!!!!!!!!!!

logo

I
TVDIAYAGDRGGKNMYRFDLSNSQDPSQSQWSTVRTI FEGTKP ITSAPAI SQLKDKRVVI FGTGSDLSEEDVDNMNDEEIQSYI

NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 IVDIAYAGDRGGKMYRFDLSNQDSSQWTVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNNDIQSI 813
NTDB id 1090 CAA90909.1 1..3114( ) TVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYI 804
consensus !!!!!!!!!!! !!!!!!! !!* !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! * ! !

logo YGI FDDNDTADTGTGTFVANFQDSDGLSGGKGLLEQKVLERKRDKNDGNKTLFLSTDYKRSDGSGDNKGWVVKLEKADGQRVTVKPTVVLRTAF
NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 YGIFDNDTDTG..FAQDGLGKGLLEQKLEKDKDGKTLFLSDYKRSDGSGDKGWVVKLEAGQRVTVKPTVVLRTAF 886
NTDB id 1090 CAA90909.1 1..3114( ) YGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAF 879
consensus !!!!! !! ! ** ! !!!!! ! *! ! !!!!!*!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!

logo VTIHKYTGNTDKCGAETAI LG INTADGGKLTKKSARP IVPEANTAVAQYSGHKKGTSTNSGKS IP IGCMEQKGSNE I
TVCPN

NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 VTIHKYTGNDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKTSSGKSIPIGCMEKGNETVCPN 961
NTDB id 1090 CAA90909.1 1..3114( ) VTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCPN 954
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! * !!!!!!!!! ! !! !!!!

logo GYVYDGKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKR
NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 GYVYGKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKR 1036
NTDB id 1090 CAA90909.1 1..3114( ) GYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKR 1029
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 47939 NMBM01240149 RS00230 WP 014580888.1 ISWREIFY. 1044
NTDB id 1090 CAA90909.1 1..3114( ) ISWREVFY* 1037
consensus !!!!!*!!
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