
logo MNTLQKGFTL I ELMIV IA IVGI LAAVALPAYQDYTARAQVSEAI LLAEGQKSAVTEYYLNHGEIKWPEGKDNNTSAGVATS
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVAS 75
NTDB id 47937 NMBM01240149 RS00100 WP 041423465.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGEWPGNNTSAGVAT 75
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVAS 75
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ASTSGVNNKE IKQDGRKKLSLWGARKREQDNGSVKWFCGQPVTRADTADGTDDNADTDVADTVDTVAKDADGGNDKNAEKI
NTDB id 1119 NGFG RS11465 WP 017147169.1 PPTDIKGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVA.DAKDGKEI 149
NTDB id 47937 NMBM01240149 RS00100 WP 041423465.1 S.ADIKGKYVQSVTVANGVVTAQMASSGVNKEIQGRKLSLWAKRQNGSVKWFCGQPVTRDATNADDVTADGNDKI 149
NTDB id 1109 OK783 RS10670 WP 157147416.1 A.STIKGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDND.DTVADANNAI 148
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logo DTKHLPSTCRDDEKASSADVATVCKI ETPPTAFYKNT
NTDB id 1119 NGFG RS11465 WP 017147169.1 DTKHLPSTCRDKASDAK............ 166
NTDB id 47937 NMBM01240149 RS00100 WP 041423465.1 DTKHLPSTCRDDSSVVCIETPPTAFYKNT 178
NTDB id 1109 OK783 RS10670 WP 157147416.1 DTKHLPSTCRDESSAT............. 164
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