
logo MKRRKMLNVPKGGSYDGMKGFTI IVEFLVAGLMLSMVIVL IMAVGVSSYFTSRKLNDAANERLASAEQQDLRNAATL IVRDARMAGGSFG
NTDB id 47908 NMBG2136 RS04505 WP 041423518.1 MRRKMLNVPKGSYDGMKGFTIIEFLVAGMLSMIVLMAVGSSYFTSRKLNDAANERLSAQQDLRNAATLIVRDARMAGGFG 80
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
consensus !*!!!!!!!!! !!!!!!!!!*!!!!!!*!!*!!!*!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!

logo CFNMSEHI
P
A
G
N
TDVVFSDNVAVQKNARLFSLKNLRKNSRTNSTNKL IP ITESPSNINYPQNFFQVDSSAL I FQYGIDDVDNASATADTTVVSSCAA

NTDB id 47908 NMBG2136 RS04505 WP 041423518.1 CFNMSEHPATDVVSDVVQKNRLFSLNLK.RNSTNKLIPITESSNINYPNFFQVDSALIFQYGIDDVNASTATTVVSSCAA 159
NTDB id 1138 NGFG RS02430 WP 003694978.1 CFNMSEHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAA 160
consensus !!!!!!!** !!! ! !!! !!!! * !!!!!!!!!!!!*!!!!*!!!!! !!!!!!!!!!!! !! !!!!!!!!!

logo I SKPGKQIPTLEDNAKKELKI LQDNQSDKEQNGNIARQRHVVNAYAVGKR IADGEEGLFRFQLDDKGKWGNPQLLAVKKVKRRMKRVRY
NTDB id 47908 NMBG2136 RS04505 WP 041423518.1 ISKPGKQIPTLEDAKKELKILDQDKEQNGNIARQRHVVNAYAVGRIADEEGLFRFQLDDKGKWGNPQLLVKKVRRMKVRY 239
NTDB id 1138 NGFG RS02430 WP 003694978.1 ISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRY 240
consensus !!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!! !!!*!!*!!!

logo IYVSGCPEDDEDAGKEEQTFKYTDKFDSSTNAVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYR IDNATIRGGNVCANRTL
NTDB id 47908 NMBG2136 RS04505 WP 041423518.1 IYVSGCPEDDDAGKEETFKYTDKFDSSTNAVTPAGVEVLLSSGTDTKIAASSDNHIYAYRIDATIRGGNVCANRTL 315
NTDB id 1138 NGFG RS02430 WP 003694978.1 IYVSGCPEDEDAGKEEQFKYTDKFDSS...VTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus !!!!!!!!!*!!!!!! !!!!!!!!!!***!!!!!!!!!! !!*! !!!!!!!!*!!!!!! !!!!!!!!!!!!!!
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