
logo MELRQTDEFAQAAARAAIRFLEHRYAGSSGDNEVLANCTERLFQALQNGHSF IRLSGDGEADALSALAPVVGTSAAPL I LEGRRLFLGRM
NTDB id 47865 NMAA RS05820 WP 002246209.1 MERQTDEFAQAAARAAIRFLEHYASSGDEVLANCTERLFQALQNGHSFIRLSGGEADALSALAPVVGTSAAPLILEGRRLFLGRM 85
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGTSAAPLILEGRRLFLGRM 85
consensus !! !!!!!!!!!!!!!!!!!!*!! !! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo WQLEYDLAAE IKRLAAADGTSAPDAAGARQNLAKWFQGATGSEGQRDAAALALLQFSFMVITGGPGTGKTTTVAKLLAL ICGEKDNENLP
NTDB id 47865 NMAA RS05820 WP 002246209.1 WQLEYDLAAEIKRLAAADTSAPDAAGARQNLAKWFQGTGSEGQRDAAALALLQSFMVITGGPGTGKTTTVAKLLALICGKDENLP 170
NTDB id 1134 OK783 RS03985 WP 010358120.1 WQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLLALICGENENLP 170
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo

H
NIALAAPTGKAAAHMARALHRAS INGFDALPEAVRRHLLKLEGQTVHRLLKLRSPPKMQAAFDNHP I

V
R
YPLPFDVL IV I

VDEASMLDTALMLQ
NTDB id 47865 NMAA RS05820 WP 002246209.1 NIALAAPTGKAAAHMARALHRAINGFDALEAVRRHLLKLEGQTVHRLLKLRPPKMQAAFNPVYPLPFDVLVIDEASMLDTALMLQ 255
NTDB id 1134 OK783 RS03985 WP 010358120.1 HIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDVLIVDEASMLDTALMLQ 255
consensus *!!!!!!!!!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!!!!!! * !!!!!!!**!!!!!!!!!!!!!

logo LLKAVKTGARVI LLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGC
NTDB id 47865 NMAA RS05820 WP 002246209.1 LLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGC 340
NTDB id 1134 OK783 RS03985 WP 010358120.1 LLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVLAQNTAHLSFSHRFGDNSGIGC 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNI EAAYAGI SDIVVLAAWRQDAEDFNEAYCRSHYVR
NTDB id 47865 NMAA RS05820 WP 002246209.1 LARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAGISDIVVLAAWRQDAEDFNEAYCRHVR 425
NTDB id 1134 OK783 RS03985 WP 010358120.1 LARAAVSGDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYAGISDIVVLAAWRQDAEDFNEAYCSYVR 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!

logo RKMNIPEHLAYFAGEP IMIRQNDYALELFNGDIGL IMEDVGRQGSLAAYFADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYRE
NTDB id 47865 NMAA RS05820 WP 002246209.1 RKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYRE 510
NTDB id 1134 OK783 RS03985 WP 010358120.1 RKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYRE 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VWLLPPSADAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGEKEKTFCRQAAVANTVKTVRQTALGSMLERVFSQEG
NTDB id 47865 NMAA RS05820 WP 002246209.1 VWLLPPSAAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGEETFRQAAATVKTRQTALGSMLERVFSQG 581
NTDB id 1134 OK783 RS03985 WP 010358120.1 VWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFCQAVNTVKVRQTALGSMLERVFSQE 581
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!! !!! !!!!!!!!!!!!!!!
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