logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1.

consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1.

consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1.

consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1.

consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1.

consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1

NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1.

consensus

.2286( )

.2286( )

.2286( )

.2286( )

.2286( )

.2286( )

I

NS

|

LI

Ik

ITATYA

H

) (LN

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP
MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP
I

SRR CTEOAY IS AR A A ST 5 o

LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA

LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK
LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSPFTPAK
LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK

O TENEO B RSO ARCARARTN DD R LR ER)

QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA APAKQQAAAPAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ
QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA APAKQQAAAPAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ

VKT TR TVTLURDTR T L ELTHEAR TR ARILES

QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP

ETACLORDAE I L e A T

KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD

LA ALALRELORNEE LT IRT RTL ATV AL )

KAFLQAEKDIADLGALYSQONFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD
KAMLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTL SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD

KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVIDTRSVIEKFRKLIDELD
KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD

151
170
170
170

209
255
247
247

294
340
332
332

379
425
417
417

464
510
502
502



logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1
NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1..2286( )
consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1
NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1..2286( )
consensus

logo

NTDB id 1115 OK783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1
NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1..2286( )
consensus

<0

logo

NTDB id 1115 0K783 RS00485 WP 003698035.1
NTDB id 1100 NMB RS09455 WP 002225652.1
NTDB id 47758 NMV RS09740 WP 002214524.1
NTDB id 1092 CAD91899.1 1..2286( )
consensus

U

il

b

I EXOLRE A DT

R

A IR

VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN

VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN
VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN

AR OHTLAVAL ORGP P

LELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA
LELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA

T O TR

QCASGN TILCISTKBLNTQAMVENGGTLIVGGIYEE NGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIPETAGN
QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN
QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN
QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN

723
769
761
761

K non conserved
B similar
>50% conserved

549
595
587
587

634
680
672
672

719
765
757
757



