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NTDB id 47715 LLH RS11840 WP 011836058.1 ........MAK.ANIGKLLLTGVVGGAIALGGSAIYQSTTNQLGNANRSNTTSTKVSNVSVNVNTDVTSAIKKVSNSVVSVMNYQ 76
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWI.TGNKSFSNNG...K..TTVSNVIYDTKSNTTKAVKNVKNTVVSVINYQ 79
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYF.STPHSATNNN...QKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITYS 80
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQL.TQKSTEST.S...NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQL.TQKSSVNN.S...NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQL.TQKSSVNN.S...NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQL.TQKSSVNN.S...NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQL.TQKSSVNN.S...NNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYS 79
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NTDB id 47715 LLH RS11840 WP 011836058.1 KQNSQSDFSSIFGGNSGSSSANDGLQLSSEGSGVIYKKSGGDAYVVTNYHVIAGNSSLDVLLSGGQKVKATVVGYDEYTDLAVLK 161
NTDB id 381 SMU RS09890 WP 002262650.1 KTDNSYYNYD..SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIK 162
NTDB id 425 SGO RS10525 WP 012131081.1 ESNSDAIF.......DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVR 158
NTDB id 539 SM12261 RS09395 WP 000681587.1 ANRQNSVF.......GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 256 KZH43 RS10270 WP 000681597.1 ANRQNSVF.......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 215 SPD RS10945 WP 000681597.1 ANRQNSVF.......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 181 SPR RS10425 WP 000681597.1 ANRQNSVF.......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
NTDB id 145 SP RS11450 WP 000681597.1 ANRQNSVF.......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVK 157
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NTDB id 47715 LLH RS11840 WP 011836058.1 ISSDHVKDVATFADSSKLTIGEPAIAVGSPLGSQFANTATEGILSATSRQVTLTQENGQTTSINAIQTDAAINPGNSGGALINIE 246
NTDB id 381 SMU RS09890 WP 002262650.1 ISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSGGALINIK 247
NTDB id 425 SGO RS10525 WP 012131081.1 IPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSGGPLVNIQ 243
NTDB id 539 SM12261 RS09395 WP 000681587.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 256 KZH43 RS10270 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 215 SPD RS10945 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 181 SPR RS10425 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 145 SP RS11450 WP 000681597.1 ISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQ 242
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NTDB id 47715 LLH RS11840 WP 011836058.1 GQVIGITQSKITTTED..GSTSVEGLGFAIPSNDVVNIINKLETDGKISRPALGIRMVDLSQLSTNDSSQLKLPSSVTGGVVVYS 329
NTDB id 381 SMU RS09890 WP 002262650.1 GQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTLKIPSDVTSGIVVLS 332
NTDB id 425 SGO RS10525 WP 012131081.1 GQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRLKLPDNVKNGVVVRS 326
NTDB id 539 SM12261 RS09395 WP 000681587.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRLNIPSNVTSGVVVRS 323
NTDB id 256 KZH43 RS10270 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRS 323
NTDB id 215 SPD RS10945 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRS 323
NTDB id 181 SPR RS10425 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRS 323
NTDB id 145 SP RS11450 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRLNIPSNVTSGVIVRS 323
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