logo

NTDB id 477
NTDB id 294
NTDB id 326
consensus

logo

NTDB id 477
NTDB id 294
NTDB id 326
consensus

logo

NTDB id 477
NTDB id 294
NTDB id 326
consensus

logo

NTDB id 477
NTDB id 294
NTDB id 326
consensus

HSISS4 RS06990 WP 021143810.

STER RS06920 WP 002946409.1
STU RS16120 WP 002946409.1

HSISS4 RS06990 WP 021143810.

STER RS06920 WP 002946409.1
STU RS16120 WP 002946409.1

HSISS4 RS06990 WP 021143810.

STER RS06920 WP 002946409.1
STU RS16120 WP 002946409.1

HSISS4 RS06990 WP 021143810.

STER RS06920 WP 002946409.1
STU RS16120 WP 002946409.1

1

1

b AR 515V SRS W L LS RN

MASIDKSKFQFVKRDDFASETIDAP YSYWKSVMRQFFKKKSTIWVMLGILIRIILMSFIYPMFSKFDEFNDVSKVNDEFS RYVHPN
MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDENDVSKVNDEFSLRYVHPN
MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLRYVHPN

A0 ETDLELRVE A AT LAV AVEITED | NN PSLLTL A

AQYWFGTDENGKSLFDSVWFGARNSILIAVIATF NV IGL VGAVWGISKTFDMIMMEIYNIISNIP LLVVIVLTYSLGAGFW
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