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NTDB id 614 LCA RS05330 WP 011374769.1 DADHIGDLNQILKQIRVDRIICAAGLPQNRQFQRQIRPFLATVQIEPYLAGAAFKVGSQKFNVLAPTKPGKGENSDSLVLQAQIG 643
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NTDB id 223 SPD RS04540 WP 000942407.1 DKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQ..TKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFL 641
NTDB id 154 SP RS04735 WP 000942394.1 DKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQ..TKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFL 641
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