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V IVVVFHEYFGHLFFFAKRASGI LVREFSAIGMGPKI FAHQTAGKDGTFVYSTIR I LPLGGYVRMAGWGDEDTTE IKKTGTSPA
NTDB id 47638 LCGL RS19300 WP 014025467.1 MIQTLVTFIIVFGIIVVVHEYGHLFFAKRAGILVREFSIGMGPKIFAHQAKDGTFYSIRILPLGGYVRMAGWGDDTTEIKKGTPA 85
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPA 84
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPA 84
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NTDB id 47638 LCGL RS19300 WP 014025467.1 SLMIVE.NQVVKINLSERVTLENSVPMLVTEYDFEEALFIEGEVFGEIKRYSVDHDATIIEADGTELRIAPRDVQYQSASVLGKI 169
NTDB id 323 STU RS10650 WP 011225396.1 SLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRL 169
NTDB id 291 STER RS01205 WP 011680685.1 SLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRL 169
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NTDB id 47638 LCGL RS19300 WP 014025467.1 LTNFAGPLNNFILGIIAFIIITFMQGGVPSNTNQIGQVQSGTPAYSAGLQPKDKIQAVNGEKTGNWQEVVQRISAND.....GSE 249
NTDB id 323 STU RS10650 WP 011225396.1 ITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDS 254
NTDB id 291 STER RS01205 WP 011680685.1 ITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDS 254
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NTDB id 47638 LCGL RS19300 WP 014025467.1 IKLDI.ERDGASKTLELKPEKIDGRYRIGITQTIKTGFLDKLTGGFTQAANAATLIFKALGNLIAQPSLDKLGGPVAIYDLSGQA 333
NTDB id 323 STU RS10650 WP 011225396.1 LSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQA 339
NTDB id 291 STER RS01205 WP 011680685.1 LSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQA 339
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NTDB id 47638 LCGL RS19300 WP 014025467.1 AREGLLSIIALLAMLSINLGIVNLIPIPVLDGGKIVLNIVEALRGKPLSQEKEGILTLVGLVFMVVLMIAVTWNDILRAFIR 415
NTDB id 323 STU RS10650 WP 011225396.1 SESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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