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NTDB id 47621 LCGL RS12165 WP 014024351.1 GKLIGYVQAFYDMSYYYSVRTKLLIALIILEIIALFIAQFVGYFMASRYIKPLERLHDAITTRANNLKADFKPVVIQTGDEIEEL 254
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NTDB id 47621 LCGL RS12165 WP 014024351.1 ATVYNDMMIKLNDYVDQQKRFVSDVSHELRTPLAVLDGHLNLLNRWGKNDPEVLEESLQASIEEVSTMRTMLEEMLALARLENID 339
NTDB id 607 V4T04 RS01905 WP 010906048.1 AHVYNDMMLKMKAYLEQQNRFVSDVSHELRTPLAVLDGHINLLNRWGKNDPEVLDESLQASLDEVDRMKKMLEEMLALARLENVD 334
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