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NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFLFQNWQQSQASQNLADSV 85
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGKVLVICGIFGFWFVFQNWQQSQASQNLSDSV 85
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQNLADSV 85
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQNLADSV 85
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQNLADSV 85
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFGFWFVFQNWQQSQASQNLADSV 85
NTDB id 47618 LCGL RS12035 WP 016170993.1 ....................................................................MIKKETEVQERKQPEKI 17
NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLI....LFICSILLALFRKYYLMIPILIVFAVFFLLINSLSIRDNENQPKTL 79
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NTDB id 494 SM12261 RS04305 WP 000942409.1 ERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQAYLKTQGIYQTL 170
NTDB id 522 SMSK321 RS04965 WP 000942453.1 EIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQAYLKTQGIYQTL 170
NTDB id 189 SPR RS04300 WP 000942407.1 ERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGIYQTL 170
NTDB id 223 SPD RS04540 WP 000942407.1 ERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGIYQTL 170
NTDB id 154 SP RS04735 WP 000942394.1 ERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGIYQTL 170
NTDB id 264 KZH43 RS04200 WP 000942407.1 ERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGIYQTL 170
NTDB id 47618 LCGL RS12035 WP 016170993.1 SKITPYMDTLQVNGSRLSFRGEVNGNDFQAFYTLTSEKEKEYFKKLAVKGTFYLEGTLEIPEEQRNFSGFDYRKYLRTQGVYRLL 102
NTDB id 596 KW2 RS08720 WP 021037686.1 SKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQKYLASQNIYRQI 164
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NTDB id 494 SM12261 RS04305 WP 000942409.1 TIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHLFALSGMQVGFFMDGF 255
NTDB id 522 SMSK321 RS04965 WP 000942453.1 NIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMDGF 255
NTDB id 189 SPR RS04300 WP 000942407.1 NIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMNGF 255
NTDB id 223 SPD RS04540 WP 000942407.1 NIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMNGF 255
NTDB id 154 SP RS04735 WP 000942394.1 NIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMNGF 255
NTDB id 264 KZH43 RS04200 WP 000942407.1 NIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFFMNGF 255
NTDB id 47618 LCGL RS12035 WP 016170993.1 KIEKIYGFEEKQDFD....LRLVRRKAILWTQEHFPSPMSSYMTGLLFGWLDKDFEEMGELYTSLGIIHLFALSGMQVNFFIELL 183
NTDB id 596 KW2 RS08720 WP 021037686.1 TIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHLFALSGMQVNFFIDWF 245
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NTDB id 494 SM12261 RS04305 WP 000942409.1 KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFIL 340
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIIMPNFFLTAGGVLSCAYAFIL 340
NTDB id 189 SPR RS04300 WP 000942407.1 KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFIL 340
NTDB id 223 SPD RS04540 WP 000942407.1 KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFIL 340
NTDB id 154 SP RS04735 WP 000942394.1 KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFIL 340
NTDB id 264 KZH43 RS04200 WP 000942407.1 KKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFIL 340
NTDB id 47618 LCGL RS12035 WP 016170993.1 RNILLRLGLSQKLVFFIQIPFSIFYAFLTGLSLSILRALLQKNIPLK..NSSDRFSVTFLLLMVFSPYFLLTTGGQLTMLYSFLI 266
NTDB id 596 KW2 RS08720 WP 021037686.1 RKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNIRLT..S.LDNIGVTTLVLMLISPKFLLTTGGQLTLFYAFVI 327
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NTDB id 494 SM12261 RS04305 WP 000942409.1 TMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFALSFLHPVIQLNF.IFEWLE 421
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TMTSK...EGEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSVLFALSFLYPVIQLNF.IFEWLE 421
NTDB id 189 SPR RS04300 WP 000942407.1 TMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNF.IFEWLE 421
NTDB id 223 SPD RS04540 WP 000942407.1 TMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNF.IFEWLE 421
NTDB id 154 SP RS04735 WP 000942394.1 TMTSK...EGEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFVLSFLYPVIQLNF.IFEWLE 421
NTDB id 264 KZH43 RS04200 WP 000942407.1 TMTSK...EGEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNF.IFEWLE 421
NTDB id 47618 LCGL RS12035 WP 016170993.1 TFFSGKFKELKGLKKSLLDSTVLAVGVLPLLIFHFHSFQPLSIILTLLFSLIFDFLLLPGLLFVFLLSLFGPALTLFNPFFIVLE 351
NTDB id 596 KW2 RS08720 WP 021037686.1 SMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPLLLCCFLISFLGFSLNLNF.IFQILE 411
consensus ***** ***!!!*****!*!*****!!*!*!*!**!!!*!!*!!**!***!!***!!*!***!**!*******!** *!**!!

logo

S
W
G
L
M
I
V
I
H
R
F
K
W
LVDGSDLQLPVFLATDHRSQYRPFILVLFGKQPSNLSATI

L
W
E
F
I
LLLI ILLFLMVI LS ISLGALAFVLVYDFSLFYRSKHKNKRINKGWKRNRLFLATFSVI

L
I
V
C
S
G
M
L
F
V
L
L
I FTLGFLFLFFILVTKNYHPKMLHREAPNSE ITAMVLDI

VGQGDES I LFLQRDKSVAFWTNGKS
NTDB id 494 SM12261 RS04305 WP 000942409.1 GMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKHPLENEITMLDVGQGESIFLRDVTG. 505
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVAG. 505
NTDB id 189 SPR RS04300 WP 000942407.1 GIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG. 505
NTDB id 223 SPD RS04540 WP 000942407.1 GIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG. 505
NTDB id 154 SP RS04735 WP 000942394.1 GIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVTG. 505
NTDB id 264 KZH43 RS04200 WP 000942407.1 GIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG. 505
NTDB id 47618 LCGL RS12035 WP 016170993.1 SIVRWVGDLFDQPIVFGKPNLIFLLLLFMLSGLALDFYKKRNWNLSIIMVLFLLFFFVKNPKHPSITMVDVGQGDSILLQDSWNS 436
NTDB id 596 KW2 RS08720 WP 021037686.1 WLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNK 496
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NTDB id 494 SM12261 RS04305 WP 000942409.1 KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQF 590
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEF 590
NTDB id 189 SPR RS04300 WP 000942407.1 KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEF 590
NTDB id 223 SPD RS04540 WP 000942407.1 KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEF 590
NTDB id 154 SP RS04735 WP 000942394.1 KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEF 590
NTDB id 264 KZH43 RS04200 WP 000942407.1 KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEF 590
NTDB id 47618 LCGL RS12035 WP 016170993.1 QNILIDTGGRLKI.RADEQWKEGIYKSNAENTLLPYLRARGVSKIDVLIVTHPDEDHIGDLESVAQKVPIKNVYVSASALEKKSF 520
NTDB id 596 KW2 RS08720 WP 021037686.1 ENILIDTGGRLAL.P.QKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSF 579
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NTDB id 494 SM12261 RS04305 WP 000942409.1 VAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQ 675
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQ 675
NTDB id 189 SPR RS04300 WP 000942407.1 VAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQ 675
NTDB id 223 SPD RS04540 WP 000942407.1 VAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQ 675
NTDB id 154 SP RS04735 WP 000942394.1 VAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQ 675
NTDB id 264 KZH43 RS04200 WP 000942407.1 VAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQ 675
NTDB id 47618 LCGL RS12035 WP 016170993.1 AKKLSRLNSQIHIVKEGDKLPIFNSYLWFLTTGVEGKSDNDNSLVTFGEFYGKKFLFTGDLEEEGEMQLQEEYPHLEVDVLKVGH 605
NTDB id 596 KW2 RS08720 WP 021037686.1 VEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGH 664
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NTDB id 494 SM12261 RS04305 WP 000942409.1 HGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRLETINSKVYRTDQHGAIRFKG.WNSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 HGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKG.WNSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 HGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 HGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 HGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 HGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKG.LDSWKIESVR 746
NTDB id 47618 LCGL RS12035 WP 016170993.1 HGSKTSSKETFLEAINPKLALISAGKNNRYKHPNQETLQQFAARGIKIYRTDQQGAIRLLYKKGSWHIQTVK 677
NTDB id 596 KW2 RS08720 WP 021037686.1 HGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
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