
logo MAFKIWQIGLHLQQQEAVAVAIVRGATKECFLQRWWRLPLENDI IKDGR IVDAQQRLAKNTLLPWSRELPQRHHIMLAFPASR
NTDB id 47450 H7R28 RS01850 WP 001445781.1 MAFKIWQIGLHLQQQEAVAVAIVRGTKECFLQRWWRLPLENDIIKDGRIVDAQRLANTLLPWSRELPQRHHIMLAFPASR 80
NTDB id 1429 BW25113 RS17590 WP 001295166.1 MAFKIWQIGLHLQQQEAVAVAIVRGAKECFLQRWWRLPLENDIIKDGRIVDAQQLAKTLLPWSRELPQRHHIMLAFPASR 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!

logo TLQRSFPRPSMSLGEREQTAWLSGTMARELDMDPDSLRFDYSEDSLSPAYNVTAAQSKELATLLTLAERLRVHVSAITPD
NTDB id 47450 H7R28 RS01850 WP 001445781.1 TLQRSFPRPSMSLGEREQTAWLSGTMARELDMDPDSLRFDYSEDSLSPAYNVTAAQSKELATLLTLAERLRVHVSAITPD 160
NTDB id 1429 BW25113 RS17590 WP 001295166.1 TLQRSFPRPSMSLGEREQTAWLSGTMARELDMDPDSLRFDYSEDSLSPAYNVTAAQSKELATLLTLAERLRVHVSAITPD 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ASALQRFLPFLPSHQQCLAWRDNEQWLWATRYSWGRKLAVGI
MTSAKELAAALSVDPESVAICGEGGFDPWEAVSVRQPPL

NTDB id 47450 H7R28 RS01850 WP 001445781.1 ASALQRFLPFLPSHQQCLAWRDNEQWLWATRYSWGRKLAVGITSAKELAAALSVDPESVAICGEGGFDPWEAVSVRQPPL 240
NTDB id 1429 BW25113 RS17590 WP 001295166.1 ASALQRFLPFLPSHQQCLAWRDNEQWLWATRYSWGRKLAVGMTSAKELAAALSVDPESVAICGEGGFDPWEAVSVRQPPL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PPPGGDFAIALGLALGKAVY
NTDB id 47450 H7R28 RS01850 WP 001445781.1 PPPGGDFAIALGLALGKVY 259
NTDB id 1429 BW25113 RS17590 WP 001295166.1 PPPGGDFAIALGLALGKAY 259
consensus !!!!!!!!!!!!!!!!! !
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