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NTDB id 1193 PA5040 NP 253727.1 EPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITL 320
NTDB id 1186 GTF74 RS01320 WP 000788426.1 TVDGEFQHDYTLKGKYLEVVISKLK.ADEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTL 195
NTDB id 1175 A1552VC RS12105 WP 000788426.1 TVDGEFQHDYTLKGKYLEVVISKLK.ADEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTL 195
NTDB id 1408 DSB67 RS13980 WP 010643500.1 YIDEDYSHDYRLTGRYLEVKVGKLK.ANEKAPDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTL 196
NTDB id 47403 H7R58 RS02015 WP 227673968.1 ..................MSLLILLLLA........PLSPAKNVTLVVDDVPVAQVLQSLADLEQKNLVIAPDVQGSLSL 54
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NTDB id 1193 PA5040 NP 253727.1 RLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVT 400
NTDB id 1186 GTF74 RS01320 WP 000788426.1 RLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGG.. 273
NTDB id 1175 A1552VC RS12105 WP 000788426.1 RLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGG.. 273
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMING.. 274
NTDB id 47403 H7R58 RS02015 WP 227673968.1 QLRNLPWKQALQTVMTSTGLVMHQEGSVLFVYSQRWREEKQARALAEQVRRQQTLPLKHASIVLQYADASELA....... 127
NTDB id 1433 BW25113 RS17570 WP 000815987.1 HLTDVPWKQALQTVVKSAGLITRQEGNILSVHSIAWQNNNIARQEAEQARAQANLPLENRSITLQYADAGELA....... 133
NTDB id 1465 ASU2 RS06170 WP 014991934.1 RIENSNFDSVLKSITRANKLTSAYENQIYFIGHKKDDKDPNRGLN....LELLKPKLITKTIKLDYAKAAEVIESLT... 129
NTDB id 1347 HI 0435 AAC22094.1 KLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGKGQVA.GN....LTTNEPHLVSHTVKLHFAKASELMKSLT... 140
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NTDB id 1193 PA5040 NP 253727.1 SDGGQEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNW 480
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ..EGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSH 351
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ..EGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSH 351
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ..EGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGSH 352
NTDB id 47403 H7R58 RS02015 WP 227673968.1 ..KSGGKLLSARGTLTVDKRTNRLIVRDDGEHLQAFSAWATEMDIPVGQVELAAHIVTINETSLRELGVKWSLAEAEGAI 205
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ..KAGEKLLSAKGSMTVDKRTNRLLLRDNKTALSALEQWVAQMDLPVGQVELSAHIVTINEKSLRELGVKWTLADAQHAG 211
NTDB id 1465 ASU2 RS06170 WP 014991934.1 ..KGSGNFLSENGYLHFDDRSNSLIIKDSPESMKNIVKLIRNLDRPTEQIAIEARIVTISSENLQELGVRWGMFSPANGH 207
NTDB id 1347 HI 0435 AAC22094.1 ..TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENA 218
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENA 218
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NTDB id 1193 PA5040 NP 253727.1 .SGYGKDG....NIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLG.....AKDATSGIGIGFITDNIILDLQLSAM 550
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .SVGGSIESNLWQKGLLAD..................DEFPVDEFLNVNLASTSANASSIAFQVAKLGSGTLLDLELSAL 412
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .SVGGSIESNLWQKGLLAD..................DEFPVDEFLNVNLASTSANASSIAFQVAKLGSGTLLDLELSAL 412
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .TVGGSIENNLATIGLYDGGGE..........GDDGGSSVGIDDFLNVNLAATSPNATSIAFQVAKLGSDTLLDLELSAL 421
NTDB id 47403 H7R58 RS02015 WP 227673968.1 ..GAGKI................................TSLSSDLSVA.....DATTRGGFNIGRIN.GRLLELELSAL 245
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ..GVGQV................................TTLGSDLSVA.....TATTHVGFNIGRIN.GRLLDLELSAL 251
NTDB id 1465 ASU2 RS06170 WP 014991934.1 HKIAGSLEAN...........................GLPNT.NHLNVNFP..VNNAASLALQVAKIN.GRVLDLELTAL 256
NTDB id 1347 HI 0435 AAC22094.1 RRVAGSLTGN...........................SFENIADNLNVNFATTTTPAGSIALQVAKIN.GRLLDLELSAL 270
NTDB id 1373 NTHI RS02645 WP 011272046.1 RRVAGSLTGN...........................SFENIADNLNVNFATTTTPAGSIALQVAKIN.GRLLDLELSAL 270
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NTDB id 1193 PA5040 NP 253727.1 EKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEAS.SSGATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQN 629
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETV 491
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETV 491
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESS.SSGATSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVV 500
NTDB id 47403 H7R58 RS02015 WP 227673968.1 EQKQKVDIIASPRLLASHLQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPTVLQNGRVRLKLHISENMPGQVL 325
NTDB id 1433 BW25113 RS17570 WP 000815987.1 EQKQQLDIIASPRLLASHLQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEVTPTVLQKGRIRLKLHISQNVPGQVL 331
NTDB id 1465 ASU2 RS06170 WP 014991934.1 EQENDVEIIASPRLLTTNKKPASIKQGTEIPYVLYNRKDEVKNIEFKEAVLGLQVTPHISNDNQILLDLVVTQNSPNSTS 336
NTDB id 1347 HI 0435 AAC22094.1 ERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRV 350
NTDB id 1373 NTHI RS02645 WP 011272046.1 ERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRV 350
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NTDB id 1193 PA5040 NP 253727.1 M..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNN 707
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ 580
NTDB id 47403 H7R58 RS02015 WP 227673968.1 QQADGEVLAIDKQEIETQVEVKSGETLALGGIFSQKNKNASDSVPFLGDIPLLGHLFRRDGKDNERRELVVFITPRIISV 405
NTDB id 1433 BW25113 RS17570 WP 000815987.1 QQADGEVLAIDKQEIETQVEVKSGETLALGGIFTRKNKSGQDSVPLLGDIPWFGQLFRHDGKEDERRELVVFITPRLVSS 411
NTDB id 1465 ASU2 RS06170 WP 014991934.1 S.TVHGLVTIDKQELNTQVFAQHGETIVLGGIFQHLTAKGEDRVPILGSIPVLKKLFSHSSDRISKRELVIFVTPYIIKS 415
NTDB id 1347 HI 0435 AAC22094.1 AYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKA 430
NTDB id 1373 NTHI RS02645 WP 011272046.1 AYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKA 430
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NTDB id 1193 PA5040 NP 253727.1 QAIAIGR.......... 714
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................. 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................. 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................. 580
NTDB id 47403 H7R58 RS02015 WP 227673968.1 Q................ 406
NTDB id 1433 BW25113 RS17570 WP 000815987.1 E................ 412
NTDB id 1465 ASU2 RS06170 WP 014991934.1 EKQQISSHSLQKLPPK. 431
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