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NTDB id 47358 HMPREF9231 RS00750 WP 004114219.1 MNLNDYLLNKHLLLVDDEQELLDMVVSILNEYGFYNITTAKSIKDAVEATQKLRPELAILDVMLPDGNGFELMKQIKQYS 80
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NTDB id 47358 HMPREF9231 RS00750 WP 004114219.1 DCPILFLTACGEDEDKFKGFDLGADDYIVKPFLPKELTFRIMAILRRSYKSENPIVKLKNSQIDFSSAEVIKNNEHIPLT 160
NTDB id 372 SMU RS05280 WP 002262198.1 TIPVLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPEKDDTLILPTCQVNFSQALITKGELEIQLT 156
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logo AKEHYDS ILLKSAVLYNRNAQGNRIVTFIDAQLCLEAKAVWGDLNQPYFQGYENSTLMMAHIRKR IREQKI EALNPSKQPEVCSLLVTVKGLGYKL IKVES
NTDB id 47358 HMPREF9231 RS00750 WP 004114219.1 AKEHDLLSALYRNAGRIVTIDALCEAAWGDNPFGYENSLMAHIRRIREKIELNPSQPVSLVTVKGLGYKLIVE 233
NTDB id 372 SMU RS05280 WP 002262198.1 AKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS 229
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