
logo MQKGMTLVELL IGLAI I S IAVLNSFAVVPLWKQTDSPKTI LAKEQHRLYLFLRQIQARAENSSEVWFLL INRNLATQQWCLTAQVKNNQ
NTDB id 47309 R2846 RS06970 WP 014551004.1 MQKGMTLVELLIGLAIISIVLSFVVPLWQTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQVKNNQ 85
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQVKNNQ 85
consensus !!!!!!!!!!!!!!!!!!! ! ! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TCDCLNP INCPKEVYAVHFYYPYFPNKTI
MIQSHHIYPKE ITRFDGIRNTIVTRCF I LQAENERTLFLFFNVGS IRLVKTNQFDSACN

NTDB id 47309 R2846 RS06970 WP 014551004.1 TCDCLNPINCPKEVYVHFYYPYFPNKTIIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRLKTNQFDSACN 170
NTDB id 1350 HI 0938 AAC22602.1 TCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRVKTNQFDSACN 170
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!
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