
logo MSMNLLPWRTYQHQKCRLRRLAFYIALF I LLA INLMLAFSNL I EQQKQNLQAQQTKSFEQLNQQLHKNTTMQIDQLR I
SAVKVGEVLTS

NTDB id 47285 R2846 RS00725 WP 014550412.1 MSMNLLPWRTYQHQKCLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQKSFEQLNQQLHKNTMQIDQLRSAVKVGEVLTS 85
NTDB id 1370 NTHI RS02660 WP 011272049.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQTSFEQLNQQLHKTTMQIDQLRSAVKVGEVLTS 85
NTDB id 1344 HI 0438 AAC22097.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQKSFEQLNQQLHKTTMQIDQLRIAVKVGEVLTS 85
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!

logo I PNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFEL IHQFLKKHFPNVKLSQVQPEQDTLFFHFDVEQGAEK
NTDB id 47285 R2846 RS00725 WP 014550412.1 IPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHFDVEQGAEK 168
NTDB id 1370 NTHI RS02660 WP 011272049.1 IPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHFDVEQGAEK 168
NTDB id 1344 HI 0438 AAC22097.1 IPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHFDVEQGAEK 168
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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