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NTDB id 1410 SGL RS13950 WP 010873519.1 RKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSP 395
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NTDB id 1028 TT RS08215 WP 011173991.1 DKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAA 748
NTDB id 1306 DR RS10060 WP 027479822.1 EKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAP 745
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NTDB id 1355 HI 0298 AAC21962.1 DKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDPDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAI 364
NTDB id 1366 NTHI RS01950 WP 011271972.1 DKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAI 364
NTDB id 1384 A4U84 RS08525 WP 010787006.1 DKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDAL 359
NTDB id 1468 ASU2 RS05090 WP 014991734.1 ERHILTAEDPIEIEIEGIIQTQVNRAIQLDFSQLLRTFLRQDPDIIMLGEIRDQESAEIALRAAQTGHLVLSTLHTNDAP 359
NTDB id 47213 H7R87 RS21740 WP 017901178.1 QVNICSVEDPLEIPIAGMNQTQINPRAGLTFHSVLRALLRQDPDIVMVGEIRDAETAEIALKAAQTGHLVLSTLHTNSTS 322
NTDB id 1436 BW25113 RS00530 WP 001025145.1 DINICSVEDPVEIPIAGLNQTQIHPRAGLTFQGVLRALLRQDPDVIMIGEIRDGETAEIAIKAAQTGHLVLSTLHTNSTC 322
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAA 424
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAA 424
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 SSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAP 428
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