
logo MKDKTFQGAFELLSTTPKEYLVCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLNSAQI LLQYPKTKDQKTYFVLKLQSKGNMI FYATTI
NTDB id 47102 KHP RS00235 WP 000653578.1 MKDKTFQGAFELLSTPKEYLVCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLNAQILLQYPKTKDQKTYFVLKLQSKGMIFYATI 85
NTDB id 1208 C694 RS07015 WP 000653622.1 MKDKTFQGAFELLTTPKEYLVCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLSAQILLQYPKTKDQKTYFVLKLQSKNMIFYTTI 85
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!! !!

logo KEPLKNLQYRHYAQFFGKIKPCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHF IDSAHESNSALVGNLYRALF IGDSLNKDLRDRANA
NTDB id 47102 KHP RS00235 WP 000653578.1 KEPLKNLQYRYAQFFGKIKPCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHFIDSAHSSALVGNLYRALFIGDSLNKDLRDRANA 170
NTDB id 1208 C694 RS07015 WP 000653622.1 KEPLKNLQYRHAQFFGKIKPCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHFIDSAHENALVGNLYRALFIGDSLNKDLRDRANA 170
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGINHLLAI SGFHLGI LSAVSVYFLFSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRAFLMGLLGFLACFFGV
NTDB id 47102 KHP RS00235 WP 000653578.1 LGINHLLAISGFHLGILSASVYFLFSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRAFLMGLLGFLACFFGV 255
NTDB id 1208 C694 RS07015 WP 000653622.1 LGINHLLAISGFHLGILSVSVYFLSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRAFLMGLLGFLACFFGV 255
consensus !!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RLLSFKLL I LACC IA IALLPKLLFSVGFLLSVCGVWYI FLFLKHTQAI FFKTSSFLAMRSFQAVI SLSAL IVFLNML I IAVHAFFPMFSP
NTDB id 47102 KHP RS00235 WP 000653578.1 RLLSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQAFFKTSSFLARSFQVISLSALIFLNMLIIAHAFFPMFSP 340
NTDB id 1208 C694 RS07015 WP 000653622.1 RLLSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQIFFKTSSFLMRSFQAISLSALVFLNMLIIVHAFFPMFSP 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!! !!!!!!*!!!!!!! !!!!!!!!!

logo YQLFS IPLGL I F IVFFPLSLFLHAVGLGSLLDRS ILLNSMPLTIPTI SVFPSPLWLLGAVHLFLTI LSAHRFFKVYLSMNVLSAGFFLYCC
NTDB id 47102 KHP RS00235 WP 000653578.1 YQLFSIPLGLIFIVFFPLSLFLHAVGLGSLLDSILNMPLTIPTISVFSPLWLLGAHLFLTILSAHFFKVYLSMNVLSAGFFLYCC 425
NTDB id 1208 C694 RS07015 WP 000653622.1 YQLFSIPLGLIFIVFFPLSLFLHAVGLGSLLDRLLSMPLTIPTISVPSPLWLLGVHLFLTILSARFFKVYLSMNVLSAGFFLYCC 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *! !!!!!!!!!!*!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo YQYI IMPSL IVG
NTDB id 47102 KHP RS00235 WP 000653578.1 YQYIIMPSLIVG 437
NTDB id 1208 C694 RS07015 WP 000653622.1 YQYIIMPSLIVG 437
consensus !!!!!!!!!!!!
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