
logo MATIDSMNKDTTRLSDGPDWTFDSLLDETVYLAE IDRVAKLYRLDTYPHQI EVITSEQMMDAYSSVGMPINYPHWSFGKKF I E
NTDB id 47087 H7R56 RS10465 WP 106927642.1 MATIDSMNKDTTRLSDGPDWTFSLLETYLAEIDRVAKLYRLDTYPHQIEVITSEQMMDAYSSVGMPINYPHWSFGKKFIE 80
NTDB id 1450 BW25113 RS06185 WP 000190854.1 MATIDSMNKDTTRLSDGPDWTFDLLDVYLAEIDRVAKLYRLDTYPHQIEVITSEQMMDAYSSVGMPINYPHWSFGKKFIE 80
consensus !!!!!!!!!!!!!!!!!!!!!! !!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TERLQYKHGQQGLAYE IV INSNPC IAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASS IVDYL ILFARKYITEC
NTDB id 47087 H7R56 RS10465 WP 106927642.1 TERQYKHGQQGLAYEIVINSNPCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASSIVDYLLFARKYITEC 160
NTDB id 1450 BW25113 RS06185 WP 000190854.1 TERLYKHGQQGLAYEIVINSNPCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRSWTDASSIVDYLIFARKYITEC 160
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo EERYGVDEVERLLDSCHALMNYGVDRYKRPQSKI SLQEEKARQKSREEYLQSQVNMTLWRTLPKRDEEEKATVAEESARRYPSEPQ
NTDB id 47087 H7R56 RS10465 WP 106927642.1 EERYGVDEVERLLDSCHALMNYGVDRYKRPSKISLQEEKARQKSREEYLQSQVNTLWRTLPKRDEEKAVESARRYPSEPQ 240
NTDB id 1450 BW25113 RS06185 WP 000190854.1 EERYGVDEVERLLDSCHALMNYGVDRYKRPQKISLQEEKARQKSREEYLQSQVNMLWRTLPKREEEKTVAEARRYPSEPQ 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!! ! !!!!!!!!!

logo ENLLYFMEKNAPLLEPSWQRE I LR IVRKVSQYFYPQKQTQVMNEGWATFWHYTI LNHLYDEGKVTERFMLEFLHSHTNVVF
NTDB id 47087 H7R56 RS10465 WP 106927642.1 ENLLYFMEKNAPLLEPWQREILRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVVF 320
NTDB id 1450 BW25113 RS06185 WP 000190854.1 ENLLYFMEKNAPLLESWQREILRIVRKVSQYFYPQKQTQVMNEGWATFWHYTILNHLYDEGKVTERFMLEFLHSHTNVVF 320
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QPPYNSPWYSGINPYALGFAMFQDIKR ICQNSPTEEDKYWFPDIAGSDWLETTLHFAMRDFKDESF I SQFLSPKI
VMRDFRFLF

NTDB id 47087 H7R56 RS10465 WP 106927642.1 QPPYNSPWYSGINPYALGFAMFQDIKRICQNPTEEDKYWFPDIAGSDWLTTLHFAMRDFKDESFISQFLSPKIMRDFRLF 400
NTDB id 1450 BW25113 RS06185 WP 000190854.1 QPPYNSPWYSGINPYALGFAMFQDIKRICQSPTEEDKYWFPDIAGSDWLETLHFAMRDFKDESFISQFLSPKVMRDFRFF 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!! !

logo TVLDDDRHNNYLE I SA IHNEEGYRE IRNQRLSSQYNLSNLEPNIQI
VWNVDLRGDRSLTLRYI

VPHNRAPLDKRGRKEVLKHVHR
NTDB id 47087 H7R56 RS10465 WP 106927642.1 TVLDDDRNNYLEISAIHNEEGYREIRNQLSSQYNLSNLEPNIQVWNVDLRGDRSLTLRYVPHNRAPLDKGRKEVLKHVHR 480
NTDB id 1450 BW25113 RS06185 WP 000190854.1 TVLDDDRHNYLEISAIHNEEGYREIRNRLSSQYNLSNLEPNIQIWNVDLRGDRSLTLRYIPHNRAPLDRGRKEVLKHVHR 480
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!

logo LWGFDVHMLEQQNAEDGS IVELLERCPPRMPGNANL
NTDB id 47087 H7R56 RS10465 WP 106927642.1 LWGFDVHLEQQNADGSVELLERCPPRPNAL 510
NTDB id 1450 BW25113 RS06185 WP 000190854.1 LWGFDVMLEQQNEDGSIELLERCPPRMGNL 510
consensus !!!!!!*!!!!! !!!*!!!!!!!!!* !
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