
logo MNKWI
LKGAVI

VVF IVGGFATIMTTI SL IVYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
NTDB id 47085 HP2018 RS00215 WP 001045760.1 MNKWIKGAVVFVGGFATIMTISLIYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA 80
NTDB id 1218 CAA10657.1 2413..3543( ) MNKWLKGVIVFIGGFATITTISLVYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA 80
consensus !!!!*!! *!!*!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALKALNSKEMNYSKEETFKTSPP I
MDPKNTTPPKKDFSLKQLDLLAAR ITPFKQSPKNYEENL I FPVDNPKNGIDGFTNLKEKD

NTDB id 47085 HP2018 RS00215 WP 001045760.1 ALKALNSKEMNYSKEETFTSPPMDPKTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPVDNPNGIDGFTNLKEKD 160
NTDB id 1218 CAA10657.1 2413..3543( ) ALKALNSKEMNYSKEETFKSPPIDPNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPVDNPKGIDGFTNLKEKD 160
consensus !!!!!!!!!!!!!!!!!! !!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo IATNENKLLRTITADKMIPAFL ITP I SSQIAGKVIAQVESDI FAHSMGKAVL IPKGSKVIGYYSNNNKMGEYRLDIVWSR I
NTDB id 47085 HP2018 RS00215 WP 001045760.1 IATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFASMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRI 240
NTDB id 1218 CAA10657.1 2413..3543( ) IATNENKLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRI 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ITPHGINIMLTNAKGADIKGYNGLVGEL I ERNFQRYGVPLLLSTLTNGLL IG ITSALNNRGNKEEGAVTNFFGDYLLLMQLMR
NTDB id 47085 HP2018 RS00215 WP 001045760.1 ITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEEVTNFFGDYLLLQLMR 320
NTDB id 1218 CAA10657.1 2413..3543( ) ITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQLMR 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!*!!!!

<0

logo QSGMGINQVVNQI LRDKSKIAP IVVIREGSRVF I SPNTDI FFP IPRENEVIAEFLKO
NTDB id 47085 HP2018 RS00215 WP 001045760.1 QSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK. 376
NTDB id 1218 CAA10657.1 2413..3543( ) QSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK* 376
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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