
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPKRQVLGVYNI SPHKKLTLTITHI STAIVYQPLDEKLSLE
NTDB id 47035 HPSNT RS07365 WP 000751642.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPKQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPPSQNFSYPEPKLGSKNSKNSLLQPLAI ITPSKI
TSPTN

NTDB id 47035 HPSNT RS07365 WP 000751642.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPPQNFSYPEPKLGSKNSKNSLLQPLITPSKTSPTN 170
NTDB id 1207 C694 RS07860 WP 000749005.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPLAIPSKISPTN 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!

logo ETVKQTPTNDTKPPLKHSSEDQENSNLF IATPPTEKTLPNNTPSNATDI SENNESHNENNKRDNVEKQAIRDAPNIKEFACGKWVYDDENLQAY
NTDB id 47035 HPSNT RS07365 WP 000751642.1 EVKTPTNDTKPPLKHSSEDQENNLFIAPPTEKTLPNNTPNTDISENNESHENNRDNVEKQAIRDPNIKEFACGKWVYDDENLQAY 255
NTDB id 1207 C694 RS07860 WP 000749005.1 ETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNE.NKDNVEKQAIRDANIKEFACGKWVYDDENLQAY 254
consensus ! !!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!*! !!!!!!!!*!*!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo RPS I LKRVDEDKQTATDITPCDYSHTAENKSGKI ITTPYTKI SVHKTEPLEEPQTFEAKNNFATI LQARSSTEKCKRARARKDGTI
TRQ

NTDB id 47035 HPSNT RS07365 WP 000751642.1 RPSILKRVDEDKQTATDITPCDYSHAENKSGKITTPYTKISVHKTEPLEEPQTFEAKNNFTILQARSSTEKCKRARARKDGTIRQ 340
NTDB id 1207 C694 RS07860 WP 000749005.1 RPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQARSSTEKCKRARARKDGTTRQ 339
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!

logo CYL I EEPLKQAWESEYEQITTQLVKAI
VYERPKQDDQVEPTFYETSELAYSSTRKSE I

VTHRNELNLNEKFMEFVEVYEGHYLNDI IVKE
NTDB id 47035 HPSNT RS07365 WP 000751642.1 CYLIEEPLKQAWESEYQITTQLVKAVYERPKQDDQVEPTFYETSELAYSSTRKSEVTRNELNLNEKFMEFVEVYEGHYLNDIVKE 425
NTDB id 1207 C694 RS07860 WP 000749005.1 CYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGHYLNDIIKE 424
consensus !!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo SSEYKEWVKNHVRFKEGVCMAVLE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 47035 HPSNT RS07365 WP 000751642.1 SSEYKEWVKNHVRFKEGVCMVLEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 480
NTDB id 1207 C694 RS07860 WP 000749005.1 SSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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