
logo MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMHQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLFSF
NTDB id 47022 HPSNT RS00205 WP 014536647.1 MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMHDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLSF 85
NTDB id 1217 CAA10656.1 1440..2420( ) MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLFF 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo SKP I SDFVLGDKVGFDAKI LESNDR I LL IKPLQIGVDSNI SV IDNSEGKI FSFYVFSTTFTSSKHPNLQVF IDEDKNYYSNAFLMKPQ
NTDB id 47022 HPSNT RS00205 WP 014536647.1 SKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDNEGKIFSFYVFSTTFTSSKHPNLQVFIDDKNYYSNAFMKPQ 170
NTDB id 1217 CAA10656.1 1440..2420( ) SKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKNYYSNAFLKPQ 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!

logo NKENKVLENATFLENATPTNNKPLKEEKKEETKEKEEETITIGDNSTNAMKIVKKDIQKGYKRALKSSQRKWYCLGICSKKSKLPSLMPEKE I F
NTDB id 47022 HPSNT RS00205 WP 014536647.1 NKENK.ENTFENAPTNNKPLKEEKEETK..EEETITIGDSTNAMKIVKKDIQKGYRALKSSQRKWYCLGICSKKSKPSLMPEEIF 252
NTDB id 1217 CAA10656.1 1440..2420( ) NKENVLENALENTPTNNKPLKEKKEETKEKEEETITIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLGICSKKSKLSLMPKEIF 255
consensus !!!! *!! !! !!!!!!!!! !!!!!**!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!! !!!
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logo NDKQFTYFKFDKKRLALSKFPVIYKVVDGYDNPVNTR IVGDYI IAEDVSATKWTLRLGKDYLC IRFVKKGKDEO
NTDB id 47022 HPSNT RS00205 WP 014536647.1 NDKQFTYFKFDKKLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSAKWTLRLGKDYLCIRFVKKGKDE. 323
NTDB id 1217 CAA10656.1 1440..2420( ) NDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSTKWTLRLGKDYLCIRFVKKGKDE* 326
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!
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