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logo DFLNQDKHYAI IQRADKS I SSNEALAVRSL IGAYVLNRES INR IDDKSRYELVRLQSSSKVWQRFEDL IKTQNS IYTVQSHLEREVH
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logo IVNIA IYQQDNNP IASVS IAAKLLMNENKLVYEKRYKIVLSYLFDTPDFDYASMPKNPTGFKITRYS ITE IATNPRTNRGDO
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