
logo MKKSLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPKRQVLGVYNI SPSHNKKLTLTITHI STAIVYQPLDEKLSLE
NTDB id 46947 HPGAM RS07745 WP 000748963.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPKQVLGVYNISSNKKLTLTITHISTAIVYQPLDEKLSLE 85
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TTLNSPNRPTIPRNTQIVFSSKELKEPSHPSHNPQI
MPSLNAPMQKPQNKPHSSSQQPSPSQNFSYPEPSKLGSKNSKNSLLQPLAVI

TPSKI SPATN
NTDB id 46947 HPGAM RS07745 WP 000748963.1 TTLSPNRPTIPRNTQIVFSSKELKEPHSNPIPSLNAPMQKPQNKPSSSQQSPQNFSYPESKLGSKNSKNSLLQPLVTPSKISPAN 170
NTDB id 1207 C694 RS07860 WP 000749005.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPLAIPSKISPTN 170
consensus !!! !!!!!!!!!!!!!!!!!!!!!*!****!!!!!!!!!!!!!!*!!!!**!!!!!!!*!!!!!!!!!!!!!!! !!!!!! !

logo ETVKQTPTNDATKNPPLKHSSEQDQENSNLF IVTVPPTEKTLPNNTPSNADAI SENNESNENKRDNVEKQAIRDAPNIKEFACGKWVYDDENLQAYR
NTDB id 46947 HPGAM RS07745 WP 000748963.1 EVKTPTNDANPPLKHSSQDQENNLFVVPPTEKTLPNNTPNADASENNESNENRDNVEKQAIRDPNIKEFACGKWVYDDENLQAYR 255
NTDB id 1207 C694 RS07860 WP 000749005.1 ETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNENKDNVEKQAIRDANIKEFACGKWVYDDENLQAYR 255
consensus ! !!!!! !!!!!!! !!! !!!* !!!!!!!!!!!*!!! !!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo PS I LKRVDEKDKEQTVATTDITPCDYSTAENKSGKI ITPYTKI SVHKTEPLEDEPQTFEAKNNFAI LQARSSTEKCKRARARKDGTTRQC
NTDB id 46947 HPGAM RS07745 WP 000748963.1 PSILKRVDKDKEVTTDITPCDYSTAENKSGKIITPYTKISVHKTEPLEDPQTFEAKNNFAILQARSSTEKCKRARARKDGTTRQC 340
NTDB id 1207 C694 RS07860 WP 000749005.1 PSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQARSSTEKCKRARARKDGTTRQC 340
consensus !!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YL I EEPLKQAWESEYE ITTQLVKAI
VYERPKQDDQTVEPTFYETSELAYSSTRKSE ITHRNELNLNEKFMEFVEVYEGHYLNDI IKES

NTDB id 46947 HPGAM RS07745 WP 000748963.1 YLIEEPLKQAWESEYEITTQLVKAVYERPKQDDQTEPTFYETSELAYSSTRKSEITRNELNLNEKFMEFVEVYEGHYLNDIIKES 425
NTDB id 1207 C694 RS07860 WP 000749005.1 YLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGHYLNDIIKES 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SEYKEWVKNHVRFKEGVCMALE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 46947 HPGAM RS07745 WP 000748963.1 SEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
NTDB id 1207 C694 RS07860 WP 000749005.1 SEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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