logo
NTDB id 46932 HPGAM RS00215 WP 001045764.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo
NTDB id 46932 HPGAM RS00215 WP 001045764.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo
NTDB id 46932 HPGAM RS00215 WP 001045764.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo

NTDB id 46932 HPGAM RS00215 WP 001045764.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

<0

logo

NTDB id 46932 HPGAM RS00215 WP 001045764.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

R TSR LRI LN TSN L L LA

MNKW KGE VF GGFATINTISL YHQKPKAPSNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL
MNKW KGWY VF GGFATIWTISL YHQKPKAPIENNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL
T T PELLE e

N LA 0

MNYSKEETFWSPP DPIATTPPKKDFSIJKQLDLLAARITPFKQSPKNYEENLIFPVDNPNGIDGFTNLKEKDIATNENKLLR
MNYSKEETFINSPP DPNTTPPKKDFS KQLDLLAARITPFKQSPKNYEENLIFPVDNPJGIDGFTNLKEKDIATNENKLLR
R IR I

ISR e LRSI RO R 1 LW

AR ELIRRY VLLLSTUTELL TR AL LR LAY

ADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEIMYTNFFGDYLL QLMRQSGMGINQVVNQILRDKSKI

ADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEINTNFFGDYLL QLMRQSGMGINQVVNQILRDKSKI
Pt rrrrrtd

bR SHE I TDIEE PR A

APIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKR
APIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKES
trrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnd

376
376

K non conserved
B similar
> 507 conserved

85

170
170

255
255

340
340



