
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKI
VLDSKEKPRQVLGVYNI SPHKKLTLTITHI STAIVYQPLDEKLSLE

NTDB id 46885 HPF32 RS07300 WP 000751639.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKILDSKEPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAP I
MQKPQNKPHTSSQQPSLSQNFSYPEPSKLGSKNPSKNSLLQPLAI

TPNSKI SPSATN
NTDB id 46885 HPF32 RS07300 WP 000751639.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPIQKPQNKPTSSQQSLQNFSYPESKLGSKNPKNSLLQPLATPNKISSAN 170
NTDB id 1207 C694 RS07860 WP 000749005.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPLAIPSKISPTN 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!* !!!!!!!*!!!!!!*!!!!!!!!! ! !!!* !

logo ETVKQTPTNDTKPPLKHSSEDQENSNLF IVATPPTEKTLPNNNTSTNADNINSEHNHNESNENKRDNGVEKQAIRDAPNIKEFACGKWVYDDENLQAYR
NTDB id 46885 HPF32 RS07300 WP 000751639.1 EVKTPTNDTKPPLKHSSEDQENNLFVAPPTEKTLPNNNTNANINEHHESNENRDNGEKQAIRDPNIKEFACGKWVYDDENLQAYR 255
NTDB id 1207 C694 RS07860 WP 000749005.1 ETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNENKDNVEKQAIRDANIKEFACGKWVYDDENLQAYR 255
consensus ! !!!!!!!!!!!!!!!!!! !!!* !!!!!!!!!! *!! ! !**!!!!!*!! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!

logo PS I LKRVDEDKQTATDITPCDYSNTAENKSGKI ITTPYTKI SVHKTEPLEEPQTFEAKNNFATI LQARSSTEKCKRARARKDGTI
TRQC

NTDB id 46885 HPF32 RS07300 WP 000751639.1 PSILKRVDEDKQTATDITPCDYSNAENKSGKITTPYTKISVHKTEPLEEPQTFEAKNNFTILQARSSTEKCKRARARKDGTIRQC 340
NTDB id 1207 C694 RS07860 WP 000749005.1 PSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQARSSTEKCKRARARKDGTTRQC 340
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!

logo YL I EEPLKQAWESEYEQITTQLVKAI
TYERPKQDDQTVEPTFYETSELAYSSTRKSE ITHRNELNLNEKFMEFVEVYEGHYLNDI IVKES

NTDB id 46885 HPF32 RS07300 WP 000751639.1 YLIEEPLKQAWESEYQITTQLVKATYERPKQDDQTEPTFYETSELAYSSTRKSEITRNELNLNEKFMEFVEVYEGHYLNDIVKES 425
NTDB id 1207 C694 RS07860 WP 000749005.1 YLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGHYLNDIIKES 425
consensus !!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo SEYKEWVKNHVRFKEGVCMAVLE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 46885 HPF32 RS07300 WP 000751639.1 SEYKEWVKNHVRFKEGVCMVLEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
NTDB id 1207 C694 RS07860 WP 000749005.1 SEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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