
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPRQVLGVYNI SPHKKLTLTITHI STAIVYQPLDEKLSLE
NTDB id 46862 HPF30 RS07230 WP 000751667.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHNSSQQPSLSQNFSYPEPSKLGSKNPSKNSLLQPLAI
TPNSKI SPSATN

NTDB id 46862 HPF30 RS07230 WP 000751667.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPNSSQQSLQNFSYPESKLGSKNPKNSLLQPLATPNKISSAN 170
NTDB id 1207 C694 RS07860 WP 000749005.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPLAIPSKISPTN 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!* !!!!!!!*!!!!!!*!!!!!!!!! ! !!!* !

logo ETVKQATPTNDTKPPLKHFSSEDQENSNLF ITPPTEKTLPNNTPSNADNINSEHNNESNENKRDNSVEKQAIRDAPNI
VKEFACGKWVYDDENLQAYR

NTDB id 46862 HPF30 RS07230 WP 000751667.1 EVKAPTNDTKPPLKHFSEDQENNLFITPPTEKTLPNNTPNANINEHNESNENRDSVEKQAIRDPNVKEFACGKWVYDDENLQAYR 255
NTDB id 1207 C694 RS07860 WP 000749005.1 ETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTSNADISENNESNENKDNVEKQAIRDANIKEFACGKWVYDDENLQAYR 255
consensus ! !!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!*!! ! !*!!!!!!*! !!!!!!!!*!*!!!!!!!!!!!!!!!!!!!

logo PS I LKR I
VDEDKQTATDITPCDYSNTAENKSGKI ITTPYTKI SVHKTEPLEEPQTFEAKNNFATI LQARSSTEKCKRARARKDGTTRQC

NTDB id 46862 HPF30 RS07230 WP 000751667.1 PSILKRIDEDKQTATDITPCDYSNAENKSGKITTPYTKISVHKTEPLEEPQTFEAKNNFTILQARSSTEKCKRARARKDGTTRQC 340
NTDB id 1207 C694 RS07860 WP 000749005.1 PSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQARSSTEKCKRARARKDGTTRQC 340
consensus !!!!!!*!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo YL I EEPLKQAWESEKYE ITTQLVKAI
TYERPKQDDQI

VEPTFYETSELAYSSTRKSE IMTHNELNLNEKFMEFVEVYEGHYLNDI IVKES
NTDB id 46862 HPF30 RS07230 WP 000751667.1 YLIEEPLKQAWESKYEITTQLVKATYERPKQDDQIEPTFYETSELAYSSTRKSEIMHNELNLNEKFMEFVEVYEGHYLNDIVKES 425
NTDB id 1207 C694 RS07860 WP 000749005.1 YLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGHYLNDIIKES 425
consensus !!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!

logo SEYKEWVKNHVRFKEGVCMAVLE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 46862 HPF30 RS07230 WP 000751667.1 SEYKEWVKNHVRFKEGVCMVLEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
NTDB id 1207 C694 RS07860 WP 000749005.1 SEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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