logo

NTDB id 46835 HPLT RS04015 WP 000774395.1
NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 46835 HPLT RS04015 WP 000774395.1
NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 46835 HPLT RS04015 WP 000774395.1
NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 46835 HPLT RS04015 WP 000774395.1
NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 46835 HPLT RS04015 WP 000774395.1
NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 46835 HPLT RS04015 WP 000774395.1
NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 46835 HPLT RS04015 WP 000774395.1
NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

AL YIS AR LIRS RO KA LEEOA |

MADLLSSLKNL NSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEIWPNHRASLRIQOMMVKQIAFLETILVENEQDALIL

MADLLSSLKNLIENSSGVYQYFDKNRQLLYTIGKAKNLKKRIKSYFSIRNNEIWPNHRASLRIQMMVKQIAFLETILVENEQDALTL
I I

L CLICAVLIAIRTY VI OF O P O T ADILSLYELL R AR

ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKAC
ENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKKNCIKDKKAC

PR A AN L RN OER R KL DL

FYQIERCKAPCEMKITKEEYLKIAKECLEMIENKD LIKELELKMERLSNNLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD

FYQIERCKAPCENMKITKEEYLKIAKECLEMIENKD LIKELELKMERLSNNLRFEEALIYRDRIAKIQKIAPFTCMDLAKLYDLD
PELLLLEEE T L sk bbb rrrrrrrrrrrrrrrnt

ARV F P L T N L PRLU S

IFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPL PEQILLNACSNERLKELQEFISHQYSK

IFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQATIINHYQSHLPL PEQILLNACSNEWLKELQEFISHQYSK
I e

AL PARLAL 1 O UL LEAR e R T RN

KIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFNLEC PYRVEIFDTSHHSWNSQCVGGMVVYENNAFQKNSY]

KIALSIPKKGDKLALIETIAMKNAQEIFSQEKTSNEDLILEEARSLFNLEC PYRVEIFDTSHHSHSQCVGGMVVYENNAFQKNSY
PELLLE e bbb bbb et

M 6L RRAHA -V LA LS YA AR )

RRYHLKGSNEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDIIHTP

RRYHLKGSWEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDITIHTP
I

L SALCVLAE AL RALAC AR PR

SDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRN
SDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGIGEASVKKLLDYFGSFEATEKASEQEKNAVLKKRHS
PELLLE et

85

170
170

255
255

340
340

425
425

510
510

594
594



non conserved
B similar
> 507 conserved



