logo

NTDB id 46825 HPLT RS00105 WP 000890501.1
NTDB id 1219 C694 RS00105 WP 000890508.1
consensus

logo

NTDB id 46825 HPLT RS00105 WP 000890501.1
NTDB id 1219 C694 RS00105 WP 000890508.1
consensus

logo

NTDB id 46825 HPLT RS00105 WP 000890501.1
NTDB id 1219 C694 RS00105 WP 000890508.1
consensus

logo

NTDB id 46825 HPLT RS00105 WP 000890501.1
NTDB id 1219 C694 RS00105 WP 000890508.1
consensus

logo

NTDB id 46825 HPLT RS00105 WP 000890501.1
NTDB id 1219 C694 RS00105 WP 000890508.1
consensus

logo

NTDB id 46825 HPLT RS00105 WP 000890501.1
NTDB id 1219 C694 RS00105 WP 000890508.1
consensus

logo

NTDB id 46825 HPLT RS00105 WP 000890501.1
NTDB id 1219 C694 RS00105 WP 000890508.1
consensus

AL URVFLLASYS S LRI L TTEL LR ANE

MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKYV]
MLEKLLSATIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKYV]
I

Pt AR N Nl

VARLVVKRRKIDHQQONIQEDSIMYLQAILNQFENKEVYENQYFLVLESEHSL GVLEHKKKSLMHANRENFKDILSYKAHFLQETL
VARLVVKRRKIDHQQNIQSDSWYLQAILNQFENKEVYENQYFLVLESINHSLEIGVLEHKKKSLMHANRENFKDILSYKAHFLQETL
PELLLLEE Lttt o b bbb bbbt

ELECLAALLSRELPAEY AL UL LN A TERONF QSRR SR T

KSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERITS
KSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERITS
PELLLL e rrrrrrrrrrrrrrrrnd

VAL Sk rLAeey SLINELERELIHRL) WAL LR

IA GALLYQETPLDIIFSIEPMSVHKTLEFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLENLDAQTSLV

ITA GALLYQETPLDITFSIEPMSVHKTLNFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLENLDAQTSLV
Pl LD DL L r et ettt

CLELVYIETE LR E AP TSR L VERILHA 6 LU HED

LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ
LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLEFNFHNQ
PELLLL et

e AT AT, S LR GO AL ILE L)

EVSHNUNAKETIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGIMSFSINPFCLEPNLQN
EVSH

IANAKETARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGSFSINPFCLEPNLQN
I

LY L YOREAE) SRS R T LYWL

LEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYERMLYPKIJFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN
LEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYEWLYPKEFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN
PELLLL e e et

85

170
170

255
255

340
340

425
425

510
510

595
595



NTDB id 46825 HPLT RS00105 WP 000890501.1 GLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNEKINALITQARKANGVVVLALQDIYQLS 680

NTDB id 1219 C694 RS00105 WP 000890508.1 GLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLN@KINALITQARKANGVVVLALQDIYQLSEE
consensus R I

f———————

- —

AR L0 FLRLEA ML W RN

NTDB id 46825 HPLT RS00105 WP 000890501.1 (& N GTLILYPQKNARELKHBIFNVPLSETEISFLENTPLYARQVLVKNLGNGRSNMIDVSLESLGRYLKIFNSDSSH A
NTDB id 1219 C694 RS00105 WP 000890508.1 G N GTLILYPQKNARELKH FNVPLSETEISFLENTPLYARQVLVKNLGNGESNMIDVSLESLGRYLKIFNSDSSH A

consensus trrrrrrrrrrxrrrrrrrrrrrrrrbrxtrprrrrrrrrrrrrrrrrrrrrrrrrrrrrrorrrrrrrrrrrrrrrrrrrrrrnd

AURRLDY T e
NTDB id 46825 HPLT RS00105 WP 000890501.1 UNIQAG:NRRNEINENNATIHNGRRES 787
NTDB id 1219 C694 RS00105 WP 000890508.1 VBIKVKALQKDYPTEWREKLL S 787

consensus torrrrrrrrrrrrrrrrrkld

non conserved
B similar
>507% conserved



