
logo MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNI LGLYDEHFLLTKNENLVGI LRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV
NTDB id 46825 HPLT RS00105 WP 000890501.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV 85
NTDB id 1219 C694 RS00105 WP 000890508.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VARLVVKRRKIDHQQNIQASDSKQYLQAI LNQFENKEVYENQYFLVLESATHSLHQGVLEHKKKSLMHANRENFKDI LSYKAHFLQETL
NTDB id 46825 HPLT RS00105 WP 000890501.1 VARLVVKRRKIDHQQNIQADSKYLQAILNQFENKEVYENQYFLVLESAHSLQGVLEHKKKSLMHANRENFKDILSYKAHFLQETL 170
NTDB id 1219 C694 RS00105 WP 000890508.1 VARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLHGVLEHKKKSLMHANRENFKDILSYKAHFLQETL 170
consensus !!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KSLE IQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASS ITFEKDYF IQESFNQKTYNRL IG IKAYESER ITS
NTDB id 46825 HPLT RS00105 WP 000890501.1 KSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERITS 255
NTDB id 1219 C694 RS00105 WP 000890508.1 KSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERITS 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IA I
VGALLYQETPLDI I FS I EPMSVHKTLGSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNI L IKAPSLENLDAQTSLV

NTDB id 46825 HPLT RS00105 WP 000890501.1 IAVGALLYQETPLDIIFSIEPMSVHKTLGFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLENLDAQTSLV 340
NTDB id 1219 C694 RS00105 WP 000890508.1 IAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLENLDAQTSLV 340
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGLLFKENLVGVI ETFGLKGGYFSFFPER IHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ
NTDB id 46825 HPLT RS00105 WP 000890501.1 LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ 425
NTDB id 1219 C694 RS00105 WP 000890508.1 LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EVSHKNNAKE IARVNGHTL I IGATGSGKSTL I SFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGKQSFS INPFCLEPNLQN
NTDB id 46825 HPLT RS00105 WP 000890501.1 EVSHNNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGKSFSINPFCLEPNLQN 510
NTDB id 1219 C694 RS00105 WP 000890508.1 EVSHKNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGQSFSINPFCLEPNLQN 510
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo LEFLQSFFLSMFDLAPSRDKEALEDMNAI SSAIKSLYEATLYPKADFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN
NTDB id 46825 HPLT RS00105 WP 000890501.1 LEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYEALYPKDFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN 595
NTDB id 1219 C694 RS00105 WP 000890508.1 LEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo AFLNVINLDTITQNPKDLGLLAYYLFYKI LEESRKNDSGFLVFLDEFKSYVENDLLNATKINAL ITQARKANGVVVLALQDIYQLS
NTDB id 46825 HPLT RS00105 WP 000890501.1 AFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNAKINALITQARKANGVVVLALQDIYQLS 680
NTDB id 1219 C694 RS00105 WP 000890508.1 AFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLS 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GVKNAHSFLSNI
MGTL I LYPQKNARELKHHNFNVPLSETE I SFLENTPLYARQVLVKNLGNGNSSNMIDVSLESLGRYLKI FNSDSSH

NTDB id 46825 HPLT RS00105 WP 000890501.1 GVKNAHSFLSNIGTLILYPQKNARELKHHFNVPLSETEISFLENTPLYARQVLVKNLGNGNSNMIDVSLESLGRYLKIFNSDSSH 765
NTDB id 1219 C694 RS00105 WP 000890508.1 GVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEISFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSH 765
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!

logo VNSKVKALQKDYPTEWREKLLKRS
NTDB id 46825 HPLT RS00105 WP 000890501.1 VNKVKALQKDYPTEWREKLLKS 787
NTDB id 1219 C694 RS00105 WP 000890508.1 VSKVKALQKDYPTEWREKLLRS 787
consensus ! !!!!!!!!!!!!!!!!!!*!

X non conserved

X similar

X ≥ 50% conserved


