
logo MKDKTFQGAFELLSTTPKEYLVWCGVFI LSLLFLAINLYLVEYLNYQKLDFSKPTSLDSAQI LLQYPKTKNDNQKSTYFVLKLQSKGNMI FYTTI
NTDB id 46822 HPSA RS07460 WP 000653593.1 MKDKTFQGAFELLSTPKEYLWCGVILSLLFAINLYVEYLNYQKLDFSKPTSLDAQILLQYPKTNNQKSYFVLKLQSKGMIFYTTI 85
NTDB id 1208 C694 RS07015 WP 000653622.1 MKDKTFQGAFELLTTPKEYLVCGVFLSLLLAINLYLEYLNYQKLDFSKPTSLSAQILLQYPKTKDQKTYFVLKLQSKNMIFYTTI 85
consensus !!!!!!!!!!!!!*!!!!!! !!! !!!! !!!!!*!!!!!!!!!!!!!!!! !!!!!!!!!! !!*!!!!!!!!! !!!!!!!

logo KEPLKNLQYRHAHQFFGKIKPCSFLESLKRSCFFQTFYSFSLTRKQDFKSHYLWRHFL IDSAHENALVGSNLYRALF IGDSLNKDLRDKRANA
NTDB id 46822 HPSA RS07460 WP 000653593.1 KEPLKNLQYRHAHFFGKIKPCSFLESLRSCFFQTFSFSLTRKQDFKSYLRHLIDSAHENALVSNLYRALFIGDSLNKDLRDKANA 170
NTDB id 1208 C694 RS07015 WP 000653622.1 KEPLKNLQYRHAQFFGKIKPCSFLESLKSCFFQTYSFSLTRKQDFKSHWRHFIDSAHENALVGNLYRALFIGDSLNKDLRDRANA 170
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!* !! !!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!

logo LGINHLLAI SGFHLGI LSTVSVYFLFSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLMLGYLALLLDFLPSFFRAFLMGLLGFLACFFGI
V

NTDB id 46822 HPSA RS07460 WP 000653593.1 LGINHLLAISGFHLGILSTSVYFLFSLFYTPLQKRYFPYRNAFYDIGVLVWVFMLGYLALLDFLPSFFRAFLMGLLGFLACFFGI 255
NTDB id 1208 C694 RS07015 WP 000653622.1 LGINHLLAISGFHLGILSVSVYFLSSLFYTPLQKRYFPYRNAFYDIGVLVWVFLLGYLLLLDFLPSFFRAFLMGLLGFLACFFGV 255
consensus !!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*
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VFFLKNTSSFLLWMRFSFQAVI SLSALVFLNML I IVHAFFPMFSP
NTDB id 46822 HPSA RS07460 WP 000653593.1 RILSFKLLILACCIAIAIIPKLLFSVGFLLSVCGVWYIFLFLKHARVFLKNSSLWMRFFQVISLSALVFLNMLIIVHAFFPMFSP 340
NTDB id 1208 C694 RS07015 WP 000653622.1 RLLSFKLLILACCIAIALLPKLLFSVGFLLSVCGVWYIFLFLKHTQIFFKTSSFLMRSFQAISLSALVFLNMLIIVHAFFPMFSP 340
consensus !*!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!! *! ! !! !! !! !!!!!!!!!!!!!!!!!!!!!!!!

logo YQLFS IPLGL IVF IVFFPLSLFLHAVGLGSLLDQRLMLSMPL ITIPTI S IVFPSPLWLLGVHLCFLTI LSARFFKVYLSMHNVLSATGFFLYCC
NTDB id 46822 HPSA RS07460 WP 000653593.1 YQLFSIPLGLVFIVFFPLSLFLHAVGLGSLLDQMLSMPLIIPTISIFSPLWLLGVHLCLTILSARFFKVYLSMHVLSTGFFLYCC 425
NTDB id 1208 C694 RS07015 WP 000653622.1 YQLFSIPLGLIFIVFFPLSLFLHAVGLGSLLDRLLSMPLTIPTISVPSPLWLLGVHLFLTILSARFFKVYLSMNVLSAGFFLYCC 425
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! *!!!!! !!!!!**!!!!!!!!!!*!!!!!!!!!!!!!!!*!!! !!!!!!!

logo YQYI IMPSLS IVG
NTDB id 46822 HPSA RS07460 WP 000653593.1 YQYIIMPSSIVG 437
NTDB id 1208 C694 RS07015 WP 000653622.1 YQYIIMPSLIVG 437
consensus !!!!!!!! !!!
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