
logo MKKSLCLSFFLATFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPRQVLGVYNI SPHKKLTLTITHI SATAI IVYQPLDEKLSLE
NTDB id 46820 HPSA RS07035 WP 000748930.1 MKKSLCLSFFLAFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPRQVLGVYNISPHKKLTLTITHISAAIIYQPLDEKLSLE 85
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!

logo TTLNPNRP I
TIPKRNTQIVFSSKELKEPSHRPHNQI

MPSLNAPMQKPQNKPHNPSSQQLPPSQNFSYPEPSKLGPSKNSKNSLLQPLAI
TPSKI SPSATN

NTDB id 46820 HPSA RS07035 WP 000748930.1 TTLNPNRPIIPKNTQIVFSS.ELKEPRPNQIPSLNAPMQKPQNKPNPSQQLPQNFSYPESKLGPKNSKNSLLQPLATPSKISSAN 169
NTDB id 1207 C694 RS07860 WP 000749005.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPLAIPSKISPTN 170
consensus !!!!!!!! !!*!!!!!!!!*!!!!**!*!*!!!!!!!!!!!!!!**!!!**!!!!!!!*!!!*!!!!!!!!!!!! !!!!!* !

logo ETKQTPTNDTKPPLKHSSEDQENSNLF ITPPTEKTLPPNNNTASSHNADI
T
H
SENNESNEDENSKRDNVEKQAI

VRDAPNI
VKEFACGKWVYDDENLQA

NTDB id 46820 HPSA RS07035 WP 000748930.1 ETKTPTNDTKPPLKHSSEDQENNLFITPPTEKTPPNNNASHADTHENNESNEDSRDNVEKQAVRDPNVKEFACGKWVYDDENLQA 254
NTDB id 1207 C694 RS07860 WP 000749005.1 ETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNNTS.NADISENNESN.ENKDNVEKQAIRDANIKEFACGKWVYDDENLQA 253
consensus !! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!! **!! *!!!!!!** *!!!!!!!*!!*!*!!!!!!!!!!!!!!!!!

logo YRPS I LKRVDAEDKQTATTDITPCDYSMTAENKSGKI ITPYTKI SVHQKTEPLEEPQTFEAKNNFAI LQARSSTTEKCKRARARKDGTI
TR

NTDB id 46820 HPSA RS07035 WP 000748930.1 YRPSILKRVDADKQTTTDITPCDYSMAENKSGKIITPYTKISVQKTEPLEEPQTFEAKNNFAILQARSTTEKCKRARARKDGTIR 339
NTDB id 1207 C694 RS07860 WP 000749005.1 YRPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQARSSTEKCKRARARKDGTTR 338
consensus !!!!!!!!!! !!!! !!!!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! !

logo QCYL I EEPLKQAWESEYE ITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSE ITHNELNLNEKFMEFVEVYEGHYLNDI
V IK

NTDB id 46820 HPSA RS07035 WP 000748930.1 QCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGHYLNDVIK 424
NTDB id 1207 C694 RS07860 WP 000749005.1 QCYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGHYLNDIIK 423
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo ESSEYKEWVKNHVRFKEGVCMVALE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 46820 HPSA RS07035 WP 000748930.1 ESSEYKEWVKNHVRFKEGVCVALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 480
NTDB id 1207 C694 RS07860 WP 000749005.1 ESSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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