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IGGFAVTITTI SL IVYHQKPKAPLNNPQPSLLNDDEVKYPLQDYTFTPQNSLPQPTNSTESSKDATIKALQEQLKRAVALKAL

NTDB id 46810 HPSA RS00220 WP 001045896.1 MNKWLKGVLIVAGGFVTITTISLIYHQKPKAPLNNPPSLLNDDEVKYPLQDYTFTPSLQPTSTESSKDATIKALQEQLRVALKAL 85
NTDB id 1218 CAA10657.1 2413..3543( ) MNKWLKGVIVFIGGFATITTISLVYHQKPKAPLNNQPSLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL 85
consensus !!!!!!!!** !!! !!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!* *!!! !!!!!!!!!!!!!!!!* !!!!!

logo NSKEMNLYPSKEETKEFLAKNSPP IDEPKANTTPPKKDFSLKQLDLLAASR ITPFKQSPKNYEENL I FPVDNPKGIDGFTNLKEKDIATNEN
NTDB id 46810 HPSA RS00220 WP 001045896.1 NSKEMNLPKEETKELANPPIEPKANTTPPKKDFSLKQLDLLASRITPFKQSPKNYEENLIFPVDNPKGIDGFTNLKEKDIATNEN 170
NTDB id 1218 CAA10657.1 2413..3543( ) NSKEMNYSKEET..FKSPPIDP..NTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFPVDNPKGIDGFTNLKEKDIATNEN 166
consensus !!!!!! *!!!!** !!!*!**!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KLLRTITADKMIPAFL ITP I SSQIAGKVIAQVESDI FAHMGKAVL IPKGSKVIGYYSNNNKMGEYRLDIVWSR I ITPHGINIMLT
NTDB id 46810 HPSA RS00220 WP 001045896.1 KLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRIITPHGINIMLT 255
NTDB id 1218 CAA10657.1 2413..3543( ) KLLRTITADKMIPAFLITPISSQIAGKVIAQVESDIFAHMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRIITPHGINIMLT 251
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NAKGADIKGYNGLVGEL I ERNFQRYGVPLLLSTLTNGLL IG ITSALNNRGNKEEGATNFFGDYLLMQLMRQSGMGINQVVNQI LRD
NTDB id 46810 HPSA RS00220 WP 001045896.1 NAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEEATNFFGDYLLMQLMRQSGMGINQVVNQILRD 340
NTDB id 1218 CAA10657.1 2413..3543( ) NAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLLMQLMRQSGMGINQVVNQILRD 336
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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logo KSKIAP IV I
V IREGSRVF I SPNTDI FFP IPKRDENEVIAEFLEKO

NTDB id 46810 HPSA RS00220 WP 001045896.1 KSKIAPIVIIREGSRVFISPNTDIFFPIPKDNEVIAEFLE. 380
NTDB id 1218 CAA10657.1 2413..3543( ) KSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK* 376
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!**!!!!!!!!
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