logo
NTDB id 46798 HMPREF4655 RS07540 WP 001045733.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo
NTDB id 46798 HMPREF4655 RS07540 WP 001045733.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo
NTDB id 46798 HMPREF4655 RS07540 WP 001045733.1

NTDB id 1218 CAA10657.1 2413..3543( )
consensus

logo
NTDB id 46798 HMPREF4655 RS07540 WP 001045733.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus
<0

logo

NTDB id 46798 HMPREF4655 RS07540 WP 001045733.1
NTDB id 1218 CAA10657.1 2413..3543( )
consensus

P TSR L LR LT TSN AL

MNKW KGHB VF GGFATITTISL YHQKPKAPLNNQPWLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
MNKW KGW VF GGFATITTISL YHQKPKAPLNNQPMLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKA
PUE Ikl b DO b L L L bttt

AR ICHEH Dl AROR LD PO L DK TR

ALKALNSKEMNNMSKEETFKSPPIDLK NTTPPKKDFSLKQLDLLARRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
ALKALNSKEMNMSKEETFKSPPIDEEYNT TPPKKDFSLKQLDLLAMRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
PEELLLEEEEE TR bskokok DO DL bk bt

AL e R LLSTUTL TR AT ML

RIITPHGINIGNLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLL QL

RIITPHGINIWLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEGATNFFGDYLL QL
PEELEL L ettt ettt ettt

MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKE 378
MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKE 376

X non conserved
B similar
>50% conserved
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