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IURCHTT O A LR DEPCNTETQRA TSR LA

KWLKGE\ VF GGFATIWTISL YHQKPKAPLNNQPNLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL
MNKWLKGWY VF GGFATIWTISL YHQKPKAPLNNQPMLLNDDEVKYPLQDYTFTQNPQPTNTESSKDATIKALQEQLKAALKAL
PEELEEL b b DR LD Db LD bbbttt

RN Dt TP MORSLRLILLR RS RN O DT

NSKEMNSSKEETFKWPPID KTNTTPPKKDFSLKQLDLLABRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKEKDIATNENKL
NSKEMNMSKEETFKSPPIDIZMANTTPPKKDFSLKQLDLLAENRITPFKQSPKNYEENLIFP DNPKGIDGFTNLKEKDIATNENKL
PUULLL LR U bskosksk LD bbb bbbt

[
7T LTS AV AESD LYY DL LT
LRTITADKMIPAFLITPISSQIAGKVIAQVESDIFA MGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRIITPHGINIMLTNA
LRTITADKMIPAFLITPISSQIAGKVIAQVESDIFABIMGKAVLIPKGSKVIGYYSNNNKMGEYRLDIVWSRIITPHGINIMLTNA

AR ELCE LTI AR AT DL L R R

KGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKEMATNFFGDYLL QLMRQSGMGINQVVNQILRDKS

KGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRGNKE@®ATNFFGDYLL QLMRQSGMGINQVVNQILRDKS
P ettt et bttt ettt ettt rrr ekttt

AW RE VTR gk

KIAPIVVIREGSRVFISPNTDIFFPIP ENEVIAEFLKE 378
KIAPIVVIREGSRVFISPNTDIFFPIP ENEVIAEFLKES 376
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