
logo MLEKLLSAI
VKQKVSNYFLGVLPKSYSMSEENNI LGLYDEHFLLTKNENLVGI LRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV

NTDB id 46703 HPKB RS00105 WP 000890535.1 MLEKLLSAVKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV 85
NTDB id 1219 C694 RS00105 WP 000890508.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV 85
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VARLVVKRRKIDHQQNIQSDSKQYLQAI LNQFENKEVYENQYFLVLESATHSLHQGVLEHKKKSLMHANRENFKDI LSYKAHFLQETL
NTDB id 46703 HPKB RS00105 WP 000890535.1 VARLVVKRRKIDHQQNIQSDSKYLQAILNQFENKEVYENQYFLVLESAHSLQGVLEHKKKSLMHANRENFKDILSYKAHFLQETL 170
NTDB id 1219 C694 RS00105 WP 000890508.1 VARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLHGVLEHKKKSLMHANRENFKDILSYKAHFLQETL 170
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KSLE IQLKNYAPKLLNSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASS ITFEKDYF IQEGSFNQKTYNRL IG IKAYESER ITS
NTDB id 46703 HPKB RS00105 WP 000890535.1 KSLEIQLKNYAPKLLNSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQEGFNQKTYNRLIGIKAYESERITS 255
NTDB id 1219 C694 RS00105 WP 000890508.1 KSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERITS 255
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo IA IGALLYQETPLDI I FS I EPMSVHNKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNI L IKAPSLEDNLDAQTSLV
NTDB id 46703 HPKB RS00105 WP 000890535.1 IAIGALLYQETPLDIIFSIEPMSVNKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLEDLDAQTSLV 340
NTDB id 1219 C694 RS00105 WP 000890508.1 IAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLENLDAQTSLV 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo LGLLFKENLVGVI ETFGLKGGYFSFFPER IHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ
NTDB id 46703 HPKB RS00105 WP 000890535.1 LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ 425
NTDB id 1219 C694 RS00105 WP 000890508.1 LGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHNQ 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EVSHKNNAKE IARAVNGHTL I IGATGSGKSTL I SFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGKQSFS INPFCLEPNLQN
NTDB id 46703 HPKB RS00105 WP 000890535.1 EVSHNNAKEIARANGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGKSFSINPFCLEPNLQN 510
NTDB id 1219 C694 RS00105 WP 000890508.1 EVSHKNAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGQSFSINPFCLEPNLQN 510
consensus !!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!

logo LEFLQSFFLSMFDLAPSRDKEALEDMNAI LSSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN
NTDB id 46703 HPKB RS00105 WP 000890535.1 LEFLQSFFLSMFDLAPSRDKEALEDMNAILSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN 595
NTDB id 1219 C694 RS00105 WP 000890508.1 LEFLQSFFLSMFDLAPSRDKEALEDMNAISSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDAFNSN 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo AFLNVINLDATITQNPKDLGLLAYYLFYKI LEESRKNDSGFLVFLDEFKSYVENDLLNATKINAL ITQARKANGVVVLALQDIYQLS
NTDB id 46703 HPKB RS00105 WP 000890535.1 AFLNVINLDAITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNAKINALITQARKANGVVVLALQDIYQLS 680
NTDB id 1219 C694 RS00105 WP 000890508.1 AFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNTKINALITQARKANGVVVLALQDIYQLS 680
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GVKNAHSFLSNMGTL I LYPQKNARELKHHNFNVPLSETE I SFLENTPLYARQVLVKNLGNGSSNMIDVSLEGSLGRYLKI FNSDSSH
NTDB id 46703 HPKB RS00105 WP 000890535.1 GVKNAHSFLSNMGTLILYPQKNARELKHHFNVPLSETEISFLENTPLYARQVLVKNLGNGSSNMIDVSLEGLGRYLKIFNSDSSH 765
NTDB id 1219 C694 RS00105 WP 000890508.1 GVKNAHSFLSNMGTLILYPQKNARELKHNFNVPLSETEISFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIFNSDSSH 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!

logo VNSKVKALQKDYPTEWREKLLKRS
NTDB id 46703 HPKB RS00105 WP 000890535.1 VNKVKALQKDYPTEWREKLLKS 787
NTDB id 1219 C694 RS00105 WP 000890508.1 VSKVKALQKDYPTEWREKLLRS 787
consensus ! !!!!!!!!!!!!!!!!!!*!
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