
logo MNHYIRATIGSML I LVYSLML
M
A
IAFLF IDKVFVNI IYFQGMFYTQI FG IPVFLFLNL IV I I LLC I IVGS IVLAFYKINQQNDWIKTQI

VEHRAS
NTDB id 46676 SLUG RS05330 WP 002461334.1 MNHYIRAIGSMLILVYSLMIAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLVIILLCIIVGSILAFKINQQNDWIKTQVEHA 85
NTDB id 5 SA RS09760 WP 001017131.1 MNHYIRTIGSMLILVYSMLAAFLFIDKVFVNIIYFQGMFYTQIFGIPVFLFLNLIIILLCIIVGSVLAYKINQQNDWIKTQIERS 85
consensus !!!!!! !!!!!!!!!!** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!*!!!!!!!!!!!!*!*

logo

I
MEGETVGINDQNI E I

LYNSETI
LDLYHTLVPLNQELHKRLRLMKTQNLTNENYNI

LNDVKVKKI I EDERQRLARELHDSVSQQLFAASMML
NTDB id 46676 SLUG RS05330 WP 002461334.1 IEGETVGINDQNIELYNETIDLYHTLVPLNQELHRLRMKTQNLTNENYNLNDVKVKKIIEDERQRLARELHDSVSQQLFAASMML 170
NTDB id 5 SA RS09760 WP 001017131.1 MEGETVGINDQNIEIYSETLDLYHTLVPLNQELHKLRLKTQNLTNENYNINDVKVKKIIEDERQRLARELHDSVSQQLFAASMML 170
consensus *!!!!!!!!!!!!!*! !!*!!!!!!!!!!!!!!*!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SAIKETEKLEPPLDQQIP I
VLEKMVQDSQLEMRALLLHLRP I

LGLKDKSLGEGIKDLVIDLQKKVPMKVVHDE I EQDEFKVPKGI
LEDHLFR

NTDB id 46676 SLUG RS05330 WP 002461334.1 SAIKETELEPPLDQQIPVLEKMVQDSQLEMRALLLHLRPIGLKDKSLGEGIKDLVIDLQKKVPMKVVHDIEEFKVPKGLEDHLFR 255
NTDB id 5 SA RS09760 WP 001017131.1 SAIKETKLEPPLDQQIPILEKMVQDSQLEMRALLLHLRPLGLKDKSLGEGIKDLVIDLQKKVPMKVVHEIQDFKVPKGIEDHLFR 255
consensus !!!!!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! *!!!!!!*!!!!!!

logo ITQEAI SNTLRHSKNGTKVTVELFNKADDYLLLR IQDNGI
KGFNVDDEKLVEQSYGLKNMRERALE IGATFHIVSLPDSGTR I EVKAPLN

NTDB id 46676 SLUG RS05330 WP 002461334.1 ITQEAISNTLRHSKGTKVTVELFNKADYLLLRIQDNGIGFNVDDKVEQSYGLKNMRERALEIGATFHIVSLPDSGTRIEVKAPLN 340
NTDB id 5 SA RS09760 WP 001017131.1 ITQEAISNTLRHSNGTKVTVELFNKDDYLLLRIQDNGKGFNVDEKLEQSYGLKNMRERALEIGATFHIVSLPDSGTRIEVKAPLN 340
consensus !!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!! !!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KEDSHYDDN
NTDB id 46676 SLUG RS05330 WP 002461334.1 KEDSHDN 347
NTDB id 5 SA RS09760 WP 001017131.1 KEDSYDD 347
consensus !!!!*!

X non conserved
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X ≥ 50% conserved


