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MKQEVIGYLRQSTINKQQSLAAQKQEIEA AJSKHRIQMIRFYSDKQSGREDIGRRIGY[NQMT LIQQGQCD LCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEATAEKHHIQHINFYSDKQSGRKDNRSGYROMTQLIQQGQCDILCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN

WAL o YD RO R AR T

LKNALKL KLCQI§YHVHILSVHDGYFDMDIJSAFDRLKLNIFISLAELESDNIGEQV NG JMEKAKQG ITTHAPFGYJ|YH
LKNALKLIKLCQTY VHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGY YH

1T s TRV YRR R R P RN el VST;

NGTFI BBy PTVKAVENYY [RGYGYKKIAQMLEED J{ INRJPYQVRNII NPNYCGRVMNQYGQ NMFP IVST I
NGTFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI
NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI

Ve TR A R e

YE AQUMNR QK|¥ KI3$PS NQLKQKIKCPWYC TLTNMTIRKKBIHTLRYYVCP@ENMNASRFVC FKGINAQLEpE]VLEYY
YEQAQRLRMQKQWKQTPSDNQLKQKIKCPCCNRATLTNMTIRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEYV]
YEQAQRLR QKQ KQTSSDNQLKQKIKCPCCN TLTNMT RKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV

P ——— N
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ClDF QNQ Y KINGMVI[INR KRQR IEP WNTLNBIEQLIEKLAQMYIDAETFREQTQSLRQQEISEN SIENRYQIR INdQ
C DFYQNQRIYTKIKGAIDKRIKRQRNIEKHHHLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ
C DFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ

N Q(KRH\_NI \_Y \( i IKRKM ........................

E LG 9]

NIIQMNRFTLN LYPYI |RIWI K KELEAGIYFKNEPLNIVISQTM [8S I|/rie
NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQRMQSSIA 449
NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449

X non conserved
B similar
>50% conserved
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