
logo MTSKTIAS INAGSSSLKWQLYLMPEEKVLAKGL I ER IGLKKDDSAI STVKFDNGRQSEEAQSQE I
TLDAI EKNDHTQAAVKI LLDDL IRHFLDI IKASYDE ITG

NTDB id 46440 UKS RS01035 WP 156011424.1 MTKTIAINAGSSSLKWQLYLMPEEKVLAKGLIERIGLKDSISTVKFDGRSEQQILDIENHTQAVKILLDDLIRFDIIKAYDEITG 85
NTDB id 402 FSA28 RS09365 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG 85
NTDB id 393 SMU RS08995 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSYDEITG 85
consensus !*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!*!!!!!!*!******!*!**!!*!!!!!!!!!!**!!!!*!!!!!!

logo VGHRVVAGGETYFKNESTAVLVEDGSEDEVLI EKKVEELSALLAPLHNPKANAAGVIRAFKEKLI LPDITSVVVFDTSAFHATTMPEKVAYRYPLPTNKYYFTE
NTDB id 46440 UKS RS01035 WP 156011424.1 VGHRVVAGGEYFKESTVVEG.DVLEKVEELSLLAPLHNPANAAGVRAFKELLPDITSVVVFDTSFHATMPEKAYRYPLPTKYYTE 169
NTDB id 402 FSA28 RS09365 WP 002263443.1 VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE 170
NTDB id 393 SMU RS08995 WP 002263443.1 VGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYRYPLPNKYFTE 170
consensus !!!!!!!!!*!!*!!**!****!**!!!!!*!!!!!!!*!!!!!*!!!!**!!!!!!!!!!!!*!!*!!!!*!!!!!!!*!!*!!

logo NKQVRKYGAHGTSHQYFYVAGHEAAKLI LGERKPLI EDKLKL ITCVHI
MGNGAVS ILTAVKDGGQKSVDTSMGFTPLGGVMMGTRTGDI

LDPAI
V IPYLMQDYN

NTDB id 46440 UKS RS01035 WP 156011424.1 NKVRKYGAHGTSHQFVAGEAAKLLGRPLEDLKLITCHIGNGASITAVKGGQSVDTSMGFTPLGGVMMGTRTGDIDPAIIPYLMQY 254
NTDB id 402 FSA28 RS09365 WP 002263443.1 NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN 255
NTDB id 393 SMU RS08995 WP 002263443.1 NQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTRTGDLDPAVIPYLMDN 255
consensus !*!!!!!!!!!!!**!!*!!!!*!**!*!*!!!!!*!*!!!*!*!!!*!!*!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!**

logo TEDFNKTPEDI SRHRVI LFNRNESGLMLGVI SGEKLSSNDMRDEVI IEAAMTEAEAGDNHKDNATLAYENMYFVIDR IQIKHIGQAYLAAVLMNGAVDAI IVFTAGIGENADANHVI
NTDB id 46440 UKS RS01035 WP 156011424.1 TEDFNTPEDISHVLNRESGLMGVSGKSSDMRDVIAAMEEGDHDATLAYEMYVDRIQKHIGQYLAVLNGADAIIFTAGIGENAANV 339
NTDB id 402 FSA28 RS09365 WP 002263443.1 TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI 340
NTDB id 393 SMU RS08995 WP 002263443.1 TEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAVMNGVDAIVFTAGIGENDAHI 340
consensus !!!!*!!!!!****!*!!!!*!*!**!*!!!***!!***!***!!!!!*!**!!!*!!!!*!*!!*!!*!!!*!!!!!!!!*!**

logo RESDEVI IMS
K
G
H
I
F
S
DWFLGCADVIDVPTEKNVEKFRGPVTYGDVI STSENAAKI

V
R
KVLVIPTDEELVIARDVERLKKTK

NTDB id 46440 UKS RS01035 WP 156011424.1 REDVISGISWFGCDVDPEKNV.FGVTGDISTEAAKIRVLVIPTDEELVIARDVERLKK. 396
NTDB id 402 FSA28 RS09365 WP 002263443.1 RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399
NTDB id 393 SMU RS08995 WP 002263443.1 RSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399
consensus !********!*!*!***!!!****!*!*!!**!!!**!!!!!!!!!!!!!!!!!!!!**

X non conserved

X similar

X ≥ 50% conserved


