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TSEHQTQVSTCEMANSENSEQSLITQTAMPTDNSVAANSCVENQHQSTPAKASTAEKINLMLDNLTNRQEQMREFLFAEMGEKPFRADQVLMKWIYHYFCGCEDDNFEDQNMS
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NTDB id 46380 SMATCC274 RS18325 WP 004941426.1 MLEPITSEHTVSENNSLTTPSVNVEQPAAAKINLLDLNRQQMREFFAEMGEKPFRADQVMKWIYHYCCDDFEQMTDINKV 80
NTDB id 1457 ASU2 RS00455 WP 014990913.1 .....MSEQTQTCASEIQAMNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMSNINKV 75
NTDB id 1392 A4U84 RS02730 WP 010786053.1 ............MSEQIQATDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKV 68
consensus ** * * *** * ** ****!!!!**!*!!*!!!*!!!!!!!!!!!!!*!!!!!!***!*!**!**!!!!

logo LRGEKLQKQRVIAE IRKAPEVSAEVEQRSSADGTIKWAI
M
K
Q
WVGDQQVI ETVYIPEDADRATLCVSSQVGCALEACTKFCSTAQQGFNRNLRSTVS

NTDB id 46380 SMATCC274 RS18325 WP 004941426.1 LRGKLQRVAEIRAPEVAEEQRSADGTIKWAIKVGDQQVETVYIPEADRATLCVSSQVGCALECKFCSTAQQGFNRNLRVS 160
NTDB id 1457 ASU2 RS00455 WP 014990913.1 LREKLKQIAEIKAPEVSVEQRSSDGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVS 155
NTDB id 1392 A4U84 RS02730 WP 010786053.1 LREKLKRIAEIKAPEVAVEQRSADGTIKWAMWVGDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVS 148
consensus !!*!!***!!!*!!!!**!!!!*!!!!!!!* !!!!!*!!!!!!!*!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!*!!

logo E I IGQVWRAASKI IGANLFKGVTGI
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VRP ITNVVMMGMGEPLLNMLNNVVIPAME IMLDDFGAFYGLSKRRVTLSTASGVVPALDI
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NTDB id 46380 SMATCC274 RS18325 WP 004941426.1 EIIGQVWRAAKIIGALKVTGQRPITNVVMMGMGEPLLNLNNVVPAMEIMLDDFGFGLSKRRVTLSTSGVVPALDKLGDMI 240
NTDB id 1457 ASU2 RS00455 WP 014990913.1 EIIGQVWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKI 235
NTDB id 1392 A4U84 RS02730 WP 010786053.1 EIIGQVWRASKIIGNFGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQI 228
consensus !!!!!!!!!*!!!!***!!!*!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!**!!!!!!!!!!!*!!!!!!!**** !

logo DVALAI SLHAPNDTE I
LRNDELI IMVPLINRKKYNI EKTMF
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SVHNRRKYLEKVSNANQHGRKVTVI EYVLMLSDHI

VNDDGSVTDEDHAHQLADEVLKDNTPSCKI
NTDB id 46380 SMATCC274 RS18325 WP 004941426.1 DVALAISLHAPNDTIRDEIVPINRKYNIETFLSAVRRYLEKSNANQGRVTVEYVMLDHINDSTDDAHQLAEVLKDTPCKI 320
NTDB id 1457 ASU2 RS00455 WP 014990913.1 DVALAISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKI 315
NTDB id 1392 A4U84 RS02730 WP 010786053.1 DVALAISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKI 308
consensus !!!!!!!!!!!!!**!*!**!*!*!!!!******! *!!!*!!!!*!*!!*!!!*!*!*!! ***!!!!!*!!!*!!*!!

logo NL IPWNPFPGEAPYAGRKSSNTSR I
VDRFSQKVTLMEYGFTTVTIVRKTRGDDIDAACGQLAGEDVIDRTKRTFLMKEKKRMKAFGKEPGINAVRQANHQV

NTDB id 46380 SMATCC274 RS18325 WP 004941426.1 NLIPWNPFPGAPYGRSSNSRVDRFSKVLMEYGFTTIVRKTRGDDIDAACGQLAGEVIDRTKRTLKKKMAGEPINVRAV 398
NTDB id 1457 ASU2 RS00455 WP 014990913.1 NLIPWNPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 NLIPWNPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ 386
consensus !!!!!!!!!*!!!**!!!*!*!!!*!*!!!!!!!**!!!!!!!!!!!!!!!!!!*!!!!!!!!**!***!**!*!**
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