logo

NTDB id 46255
NTDB id 22 SA
NTDB id 38 MW
consensus

logo

NTDB id 46255
NTDB id 22 SA
NTDB id 38 MW
consensus

logo

NTDB id 46255
NTDB id 22 SA
NTDB id 38 MW
consensus

logo

NTDB id 46255
NTDB id 22 SA
NTDB id 38 MW
consensus

logo

NTDB id 46255
NTDB id 22 SA
NTDB id 38 MW
consensus

logo

NTDB id 46255
NTDB id 22 SA
NTDB id 38 MW
consensus

SAPIG RS08620 WP 001807826.

RS07995 WP 001557362.1
RS08220 WP 001566670.1

SAPIG RS08620 WP 001807826.

RS07995 WP 001557362.1
RS08220 WP 001566670.1

SAPIG RS08620 WP 001807826.

RS07995 WP 001557362.1
RS08220 WP 001566670.1

SAPIG RS08620 WP 001807826.

RS07995 WP 001557362.1
RS08220 WP 001566670.1

SAPIG RS08620 WP 001807826.

RS07995 WP 001557362.1
RS08220 WP 001566670.1

SAPIG RS08620 WP 001807826.

RS07995 WP 001557362.1
RS08220 WP 001566670.1

AL VPSS HETLLIRI LS S SR

MLYVALSMIVGVLWNSSKVLSTFLFILLLYIRAYYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNI¥QFNERYQVIQIQ
MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLITIFSSWYLHYSQQAIFNYINYIERNSQFNERAQVIQIQ
MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLITIFSSWYLHYSQQAIFNYINYIERNSQFNERAQVIQIQ

NLSOPRLLATE - EE AL X SRV 1 SO A IR

RQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVIMDNKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY]
RQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVN NKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY]
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DSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGITIIVLALFAQYTNYAP
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SAVRAIIMTTLVLLITKQIKIKGIQLLAFYFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF
SAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF
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IVAIPNFHQLQWVGMEMLSNLIFVPYYSIILFPLSILFFITSHFIVGLYPLNYLVDLSFNFHDWLLDLFTRIKQSHFSVPKFNDWIF
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