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MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRNLKNAL
MKQRIGYLRQSTHXKQQSLAAQKQHWIEA AKKHNIQYITFYSDKQSGRTDKRNGYQQIT LIQQGQCD LCCYRLNRLHRNLKNAL

L A R T i

KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYHNGAFIINQNE
KLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYHNGAFIINQNE
KL KLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQV NG |JSEKAKQG ITTHAPFGYBIYHNGENFENT RAS

; WKAVFNW&@ o IR LE R ORI RVNNQY Bl Fs s YE@AQBLR%QK%KQ

SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQIKQ
SPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSIYEQAQRLRSQKQIKQ
PTVKAVFNYY [GHGYKKIAQELEMD ¥ INREPYQVRNII NPNYCGRVEINQYGQ NMFP IVST IYE AQVTR QKP R

SN, T B g

TSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVCKDFYQNQRIYTKIKGAIDK
TSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEVCKDFYQNQRIYTKIKGAIDK
TLTNMT RKKHHTLRYYVCPQNMNASRFVC FKGINAQELETSVLATCQDF QNQQ Y KINHTIQQ

6 LA DR R AL

RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK
RIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQNIIQKRFTLNILYPYIETIHITKDK
R KRQR IEW WTLRBIEQLIEKLAQPRIIDAETFREQTQSLRQOEFEE SIEIRIQIR INFQNIIQMRFTLN LYPYI BIFI K K
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o Vuwsé ................................

NLIGIYFKNEPLNIVNQTMQSSI AT
NLIGIYFKNEPLNIVNQTMQSSI AT
SLAGIYFKNEPLNIVKQTM LERV 449

KPS NQLKQKIKCPYC

K non conserved
B similar
>50% conserved

170
170
170

255
255
255

340
340
340

425
425
425



