
logo ML
K
G
AI LITF IL IL I FGCVIVVVFHEFGHFYFFAKKRSGI LVREFAIGMGPKI FSAHI

T
D
GKEDGTTVYTIR I LPLGGYVRMAGWGDEDKTTE IKT

NTDB id 46090 SAGCMC97051 RS10305 WP 000900647.1 MLGILTFIIIFGVIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFSHIDKEGTTYTIRILPLGGYVRMAGWGDDKTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!*!!**!!*!!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!**!*!!*!!!!!!!!!!!!!!!!!!*!*!!!!!

logo GTSPASLTLNGKEDGI
KVTRR INLSGDKRQLVDNQTSALP I

MNVTAYDLEDKLTITGLVLSGETKTYSEVDHDATI IVEEDGTE I
LR IAPLKDMVQY

NTDB id 46090 SAGCMC97051 RS10305 WP 000900647.1 GTPASLTLNKEGIVTRINLSGKQLDNTSLPINVTAYDLEDKLTITGLVLSETKTYSVDHDATIIEEDGTEIRIAPLDMQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!!*!*!*!*!!!!!**!*!*!*!!*!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!*!!!!!!*!!!!*!*!!

logo QNASVIWGRL ITNFAGPMNNF I LGLVVLVF IAI LAF IVQGGVQDLTSTNQLVIRQVSAENNGGPAAAQSVASGLKNTNGDRAI LVQAIGNSKHDKVSTNDWEDQSLTKAE
NTDB id 46090 SAGCMC97051 RS10305 WP 000900647.1 QNASVWGRLITNFAGPMNNFILGLVVFIALAFIQGGVQDLSTNQVRVSENGPAASAGLKNNDRILQIGSHKVSNWEQLTA 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!*!!!!!!!!!!!!!!!!!!**!!!*!!!*!!!!!!*!!!***!***!*!***!!!**!*!**!***!!**!**!**

logo AVLERKESNTRQHKLFESKKGQDKSLASLVKTI
VKSRSKNEGVQVEKETINSVKPQEKVSDQKGSYI

F
I
LG I

V
M
SPAVLKTSGFLKDKLI LFGGLFKQLMAWESGFAFTRAI LNAETLKKGL IATHN

NTDB id 46090 SAGCMC97051 RS10305 WP 000900647.1 AVEKSTRHLEKKQKLALKIKS.KEVVKTINVKPQKVDKSYIIGIMPALKTSFKDKLLGGLKLAWESFFRILNELKKLIAH 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!****!***!****!*******!!*!!!!****!!**!**!*!!!**!!!**!!***!!!****!!**!!*!!**

logo FS ILNKLGGPVALMYFQAMSSAQAASKENSGFLVITSVI LNDLMGLMI
LS INLGIMFNL IP IPALDGGKIVMNI LI EA IRRKPLKNQETI ETSYITLAGV

NTDB id 46090 SAGCMC97051 RS10305 WP 000900647.1 FSINKLGGPVALYQASSQAAKNGFVTVLNLMGLISINLGIMNLIPIPALDGGKIVMNILEAIRRKPLKQETETYITLAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !!*!!!!!!!!**!*!*!!***!****!*!!!**!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!*!!*!*!!!!!!!

logo AVML
VVLMIAVTWNDIMRAFF

NTDB id 46090 SAGCMC97051 RS10305 WP 000900647.1 AVMLVLMIAVTWNDIMRAFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !!!*!!!!!!!!!!!!!!!!
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