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NTDB id 1445 BW25113 RS17035 WP 000228551.1 .MVDTEIWLRLMSISSLYGDDMVRIAHWVAKQSHIDAVVLQQTGL...TLRQAQRFLSFPRKSIESS.LCWLEQPNHHLI 75
NTDB id 626 LCA RS04960 WP 011374694.1 MLTKNQLLLKVHLAAGFGTISELRLAAWLSTSHNWALSALEIAQIARLPERYWPTFQAS.FQSTTLQRQCIDHEVRTTYL 79
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFDLFRW.KKAGMTNLGVNKLLKFFRK.YDRKISLRQMGQVAQVK..SIPNFIEQ.YKNQDVK.KLRADYKKFSSF 73
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDIADISGCR..NPAVFMER.YFQIDDA.HLEKEFKKIPSF 74
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDIADISGCR..NPAVFMER.YFQIDDA.HLSKEFQKFPSF 74
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDIADISGCR..NPAVFMER.YFQIDDA.HLSKEFQKFPSF 74
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDIADISGCR..NPAVFMER.YFQIDDA.HLSKEFQKFPSF 74
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYEIYKL.KKSGLTNQQILKVLEYGEN.VDQELLLGDIADISGCR..NPAVFMER.YFQIDDA.HLSKEFQKFPSF 74
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYEIYKL.KKSGLTNQQVLAVLEYGEN.VDQELLLGDIAEISGCR..NPAVFMER.YFQIDDA.HLEKEFQKFPSF 74
NTDB id 46081 SAGCMC97051 RS05745 WP 001015240.1 ..MNHFELFKL.KKAGLTNLNIHNIINYLKKNSLTSLSVRNMAVVSKCK..NPTFFIEN.YKQLDLK.KLRQEFKKFPVL 73
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQLFKL.KKAGLTNLNILNIIDYEER.TQKSLSLRDMAVVSKNK..KPLIFMEH.YKNLDSK.ALRKEFNRFPSL 72
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NTDB id 1445 BW25113 RS17035 WP 000228551.1 PADSEFYPPQLLATTDYPGALFVEGELHALHSFQLAVVGSRAHSWYGERWGRLFCETLATRGVTITSGLARGIDGVAHKA 155
NTDB id 626 LCA RS04960 WP 011374694.1 TILDKDYPQRLLETYLPPVLLFYRGDLRLLKQPCLAVVGARQATHYSKQSLEQLLQGL.TA.TTIISGLAQGADAMAHEV 157
NTDB id 599 KW2 RS05940 WP 021037268.1 SILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTEL.NQSFTIVSGLAKGIDTASHLS 152
NTDB id 525 SMSK321 RS06295 WP 000705298.1 SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGL.ENELVIVSGLAKGIDTAAHMA 153
NTDB id 267 KZH43 RS05590 WP 000705306.1 SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMA 153
NTDB id 226 SPD RS05990 WP 000705306.1 SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMA 153
NTDB id 192 SPR RS05715 WP 000705306.1 SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMA 153
NTDB id 157 SP RS06205 WP 000705306.1 SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMA 153
NTDB id 497 SM12261 RS05565 WP 000705318.1 SILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGL.ENELVIVSGLAKGIDTAAHMA 153
NTDB id 46081 SAGCMC97051 RS05745 WP 001015240.1 SILDSNYPLELKEIYNPPVLLFYQGNIELLSKPKLAVVGARQASQIGCQSVKKIIKET.NNQFVIVSGLARGIDTAAHVS 152
NTDB id 407 SMU RS04605 WP 002262865.1 SILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDL.SKQFVIISGLARGIDTAAHLA 151
consensus ******!!**!******!***!**!****!*****!*!!*!***************** *****!*!!!!*!*!***!**

logo

S
A
I
LKQRSTVNKNGLTGPSVAKPSTIGAVLIGNSTGI

LNDCITVHISYFHYPLPRTKQREAHNAERKHKR I
L
A

Q
A
Q
E
D
S
V
Y
LMV
L
I
E
S
A
G
E
Q
Y
K
N
G
K
Y
N
D
Q
G
H
A
LLVVLSEFYAEFPSGATLPDQGSTVEKPQAPRLARKYFNQHFPREARNKR I I SAGLSCHKQRSGI

L
V
L
M
V
IVTVAEAARKHILMKRSGSLVI

NTDB id 1445 BW25113 RS17035 WP 000228551.1 ALQVNGVSIAVLGNGLNTIHPRRHARLAASLLEQGGALVSEFPLDVPPLAYNFPRRNRIISGLSKGVLVVEAALRSGSLV 235
NTDB id 626 LCA RS04960 WP 011374694.1 ALQRGLAPIGVIGTGINCSYPPQNEHLQQV.VAEKGLLLSEYALGTPARRYQFPARNKIIAGLCHSLIVTEARHKSGSLI 236
NTDB id 599 KW2 RS05940 WP 021037268.1 AIKTKTPTIAVIGTGLDIFYPLENRKIQEY.LAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEAKLRSGSLI 231
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ALQNGGKTIAVIGTGLDVFYPKANKRLQDY.ISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLI 232
NTDB id 267 KZH43 RS05590 WP 000705306.1 ALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLI 232
NTDB id 226 SPD RS05990 WP 000705306.1 ALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLI 232
NTDB id 192 SPR RS05715 WP 000705306.1 ALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLI 232
NTDB id 157 SP RS06205 WP 000705306.1 ALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLI 232
NTDB id 497 SM12261 RS05565 WP 000705318.1 ALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLI 232
NTDB id 46081 SAGCMC97051 RS05745 WP 001015240.1 ALKNGGSSIAVIGSGLDVYYPTENKKLQEY.MSYNHLVLSEYFTGEQPLKFHFPERNRIIAGLCQGIVVAEAKMRSGSLI 231
NTDB id 407 SMU RS04605 WP 002262865.1 SLKSGGATIAVIGTGLDVHYPKENRRLQDY.IAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEAKIRSGSLI 230
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NTDB id 1445 BW25113 RS17035 WP 000228551.1 TARCALEQGREVFALPGPIGNPGSEGPHWLIKQGAILVTEPEEILENLQFGLHWLPDAPENSFYSPDQQDVALPFPELLA 315
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