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NTDB id 1313 DR RS12030 WP 010888966.1 MS.

NTDB id 600 KW2 RS01765 WP 011675413.1 MA. MRLG I

NTDB id 269 KZH43 RS08665 WP 001085462.1 .M. IMRLG I3

NTDB id 228 SPD RS09265 WP 001085462.1 .M. IMRLG |3

NTDB id 194 SPR RS08825 WP 001085462.1 .M. IMRLG ¥

NTDB id 159 SP RS09750 WP 001085462.1 .M. IMRLG |3

NTDB id 499 SM12261 RS08315 WP 078228268.1 .M. IMRLG |3

NTDB id 527 SMSK321 RS11065 WP 001085454.1 .M. IMRLG I3

NTDB id 453 Spy49 1753c ACI62003.1 .M. ANBUGANCER .

NTDB id 408 SMU RS09530 WP 002262392.1 .M. MRLG |3

NTDB id 115 BSU 16940 NP 389576.2 IM LG |

NTDB id 625 LCA RS02525 WP 011374196.1 IMR G |

NTDB id 1245 Cj1673c YP 002345041.1 LIANCEK .

NTDB id 1214 NCTC11637 00359 SQJ03206.1 ViR K .

NTDB id 1211 C694 RS00795 WP 000963128.1 VisANeBK .

NTDB id 1334 RAOC RS04870 WP 004918236.1

NTDB id 46064 CPCIP5297 RS06460 WP 013242109.1 .....

NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTVVKQVEP

NTDB id 1130 NGFG RS03960 WP 003688695.1 .. ... . ... ...

NTDB id 1124 NGFG RS03960 WP 003688695.1 ... .. . ...

NTDB id 1123 0K783 RS03845 WP 003688695.1 . ... .. . ...

NTDB id 1427 RS RS02760 WP 011000510.1 MEDG

NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... .. @ ... IMRLG

NTDB id 1142 GTF74 RS11550 WP 000344154.1 .. . ... IMRLG

NTDB id 1205 PSJM300 05545 AFN77183.1 e e

NTDB id 1022 ACIAD RS06390 WP 004925639.1 . ... . ..

NTDB id 1074 ABD1 RS10195 WP 000344167.1 . e

consensus

E




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313
600
269
228
194
159
499
527
453
408
115
625
1245
1214
1211
1334

46064 CPCIP5297 RS06460 WP 013242109.1

1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

DR RS12030 WP 010888966.1

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1

A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1

ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT

YGPESSGKTT

IYGPESSGKTT
YGPESSGKTT
IYGPESSGKTT
I GPESSGKTT
I GPESSGKTT
I GPESSGKTT
IYGPESSGKTT
I GPESSGKTT
I GPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT

FoLITIRIID %

* % | | * I %

YR HTT sl o IR et LS B

~

ARENQKE\GGINMAF IDAEHALDPRYY AISALGVNEYDELL
AJRYQKIAGGIWNAF IDAEJJALDPAY ALALGVN DELL
ARFAQKIDNGGEWNAF IDAEHALDPEIY ALWALGVN DELL
AREAQKIZGGEWNAF IDAEHALDPEIY ALWALGVN DELL
ARFAQKINGGRWNAF IDAEHALDPEY ALRALGVN DELL
AREAQKIDGGEWNAF IDAEHALDPEIY ALWALGVN DELL
ARENQKIZGGEWNAF IDAEHALDPREIY ALWALGVN DELL
ARFAQKIDGGEWNAF IDAEHALDPEIY ALWALGVN DELL
AREAQKIRGGEWNAF IDAEHALDPEIY ALWALGVN DELL
ARFAQKIGGRWNAF IDAEHALDPEIY ALWALGVN DELL
AIRUQNINGGNEAF IDAEHALDPYYA[MSLGVN ELL
AIRUQK[NGGIWNA IDAERJA DPIAYAWNLGVN D LL

AIYOKINGGAUASAF IDAEHALDY:IY AISRL GV WLL
AINEQKINGGUMAE IDAEHALDYR:Y AISAL. GV WLL
AIINQKYGGIWNAF IDAEHAGDIUSSIY AINSLG N EL
AWAQ JAGGMWNAFIDAEHALDPY AISSL GV ' DAL L
ANEAQK[EWSNSAF TDAEHALDPYY AISNLGVNSDELL
VGAF DAEHADPNYYAIASLGV)S ELM
F
F

ANEQKIGG\A¥AF IDAEHALDRUY ARSYLGVNID L
T
T

UGAF DAEHAJIDPNYYAIASLGV)S ELM
VGAF DAEHAJJDPNYAIASLGV)S ELM
IN¢AFTDAEHALDIENY ADMSLGVIS [§ LL
IQNMAFIDAEHALDPYYAJSSLGVN DELL
IQNMAFTDAEHALDPYYAJSSLGVN DELL
SENSAEF DAEHALDPIYAMSLGVN D LL
INMAFIDAEHALDPNYAJASLGV  DNLL
INMAFIDAEHALDP[NYAJASLGV DNLL
INRE SRS Ul Pl skokokokok |

PN

SQPDNGEQALEIY ML

SQPDEGEQALEI)]
SQPD GEQALEIIR
SQPD GEQALEIIR
SQPDEGEQALEI[
SQPD GEQALEIN
SQPDGEQALEIY
GEQALEI®
GEQALEI[®
GEQALEI®
GEQALETIN
GEQALEI®
GEQALEI®
GEQALEIp
SQPDEIGEQALEIN
SQPDRNIGEQALEIN
PTlxtxl %

o M

RSGA D
INSGAVD
INSGAVD
BISGAVD
INSGAVD
BISGAVD
BISGAVD
INSGAVD
BISGAVD
JSGAVD
RSGAVD

BSGAVD

A
T
T

ko |osksksk |k kk

RSGAVD
RSG D
RSG D
RSG VD
RSGA D
RSGAVD
RSG D
RSG D
RSG D
RSG VD
RSGAVD

155
157
156
156
156
156
156
156
156
156
141
143
142
144
144
151
154
159
143
143
143
151
142
142
142
142
142



- S

50, AV LR Sl IR ETT AR

NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDS|BEGLQAR G 234
NTDB id 600 KW2 RS01765 WP 011675413.1 G MGDSEVGLQAR K 236
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDMGDSHVGLQAR K 235
NTDB id 228 SPD RS09265 WP 001085462.1 GDHGDSHVGLQAR K 235
NTDB id 194 SPR RS08825 WP 001085462.1 GDMGDSHVGLQAR K 235
NTDB id 159 SP RS09750 WP 001085462.1 GDHGDSHVGLQAR K 235
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR K 235
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDMGDSHVGLQAR K 235
NTDB id 453 Spy49 1753c ACI62003.1 GDHGDSHVGLQAR K 235
NTDB id 408 SMU RS09530 WP 002262392.1 GDMGDSHVGLQAR K 235
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 220
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K . 222
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 222
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 224
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 224
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLRIAR . 230
NTDB id 46064 CPCIP5297 RS06460 WP 013242109.1 G MGDSHVGLQAR . 233
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 238
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 222
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 222
NTDB id 1123 OK783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 222
NTDB id 1427 RS RS02760 WP 011000510.1 MGD [WEGLQAR . 230
NTDB id 1165 A1552VC RS01565 WP 000344154.1 MGDSH GLQAR . 221
NTDB id 1142 GTF74 RS11550 WP 000344154.1 MGDSH GLQAR . 221
NTDB id 1205 PSJM300 05545 AFN77183.1 MGD HVGLQAR . 221
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR . 221
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR . 221
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NTDB id 1313 DR RS12030 WP 010888966.1 .. .PTKVGNDA KWVKNKVAINPF G| 310
NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS.GDNKTQ KVVKNKVAPPF N| 315
NTDB id 269 KZH43 RS08665 WP 001085462.1 MIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 228 SPD RS09265 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 194 SPR RS08825 WP 001085462.1 MIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 159 SP RS09750 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 499 SM12261 RS08315 WP 078228268.1 MGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 453 Spy49 1753c ACI62003.1 IIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 314
NTDB id 408 SMU RS09530 WP 002262392.1 MIGNTQIKGTG. KVVKNKVAPPF IYGEGIS K 314
NTDB id 115 BSU 16940 NP 389576.2 SRIAEQLKQGN. .. .. KVVKNKVAPPF IMYGEGIS D 295
NTDB id 625 LCA RS02525 WP 011374196.1 SRIAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 297
NTDB id 1245 Cj16730 YP 002345041.1 R .. L. KVVKNKVAPPF M GEG S 297
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS 299
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH IWVKVVKNKVAPPF IM GEGIS 299
NTDB id 1334 RAOC RS04870 WP 004918236.1 SRISLSDTGKIKDKSGEYV KVVKNKVAPPF IMYGEG S 310
NTDB id 46064 CPCIP5297 RS06460 WP 013242109.1 RTIQT....L.KDGQDA KVVKNKV PPF IMYGEGIS 308
NTDB id 1389 A4U84 RS07560 WP 021112712.1 BRICGV....V.KDGRBEI KVVKNKVAPPF IMYGEGIS 313
NTDB id 1130 NGFG RS03960 WP 003688695.1 RITGS. ... I.KKGEEV KV KNKVAPPF 297
NTDB id 1124 NGFG RS03960 WP 003688695.1 MRTGS....I.KKGEEV KV KNKVAPPF 297
NTDB id 1123 0K783 RS03845 WP 003688695.1 BRITGS. ... I.KKGEEV KV KNKVAPPF 297
NTDB id 1427 RS RS02760 WP 011000510.1 BRIIGS....I.KKGBEV KVVKNKVAPPF A 305
NTDB id 1165 A1552VC RS01565 WP 000344154.1 BRITGA. .. .I.KEGEEV KVVKNK APF 296
NTDB id 1142 GTF74 RS11550 WP 000344154.1 BRITGA....I.KEG KVVKNK AINPF 296
NTDB id 1205 PSJM300 05545 AFN77183.1 BRITGA. .. .V.KEG KVVKNKVAPPF 296
NTDB id 1022 ACIAD RS06390 WP 004925639.1 RTIGQ....V.KEG KVVKNK APPF 296
NTDB id 1074 ABD1 RS10195 WP 000344167.1 RIGQ....V.KEG KVVKNK APPF 296
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