
logo MHVSELQTLHI SKLLELAEEHGI ENANRFRKQDLVFAIVRQMMKKGEGFTCSGTLE I LPDGFGFLRSADTSYLAGPDDIYVSPTQ
NTDB id 45997 FYK59 RS00980 WP 061182240.1 MHVSELQTLHISKLLELAEEHGIENANRFRKQDLVFAIVRQMMKKGEGFTCSGTLEILPDGFGFLRSADTSYLAGPDDIYVSPTQ 85
NTDB id 1097 KZH42 RS03865 WP 002219650.1 MHVSELQTLHISKLLELAEEHGIENANRFRKQDLVFAIVRQMMKKGEGFTCSGTLEILPDGFGFLRSADTSYLAGPDDIYVSPTQ 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I RRFNLHTGDTI EGSVRVPKDNERYFALVRLDSTINGDHPEVCRHKI LFENLTPLFPTEQLKLERDLKSEENLTGRAIDL I SP IGK
NTDB id 45997 FYK59 RS00980 WP 061182240.1 IRRFNLHTGDTIEGSVRVPKDNERYFALVRLDSINGDHPEVCRHKILFENLTPLFPTEQLKLERDLKSEENLTGRAIDLISPIGK 170
NTDB id 1097 KZH42 RS03865 WP 002219650.1 IRRFNLHTGDTIEGSVRVPKDNERYFALVRLDTINGDHPEVCRHKILFENLTPLFPTEQLKLERDLKSEENLTGRAIDLISPIGK 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GQRALLVAPPKI
SGKTVMLQNIAHAVTANYPEVEL I IVLL IDERPEEVTEMSRSVRGEVVSSTFDEPAQRHVQVAEMVLEKAKRMVE

NTDB id 45997 FYK59 RS00980 WP 061182240.1 GQRALLVAPPKIGKTVMLQNIAHAVTANYPEVELIILLIDERPEEVTEMSRSVRGEVVSSTFDEPAQRHVQVAEMVLEKAKRMVE 255
NTDB id 1097 KZH42 RS03865 WP 002219650.1 GQRALLVAPPKSGKTVMLQNIAHAVTANYPEVELIVLLIDERPEEVTEMSRSVRGEVVSSTFDEPAQRHVQVAEMVLEKAKRMVE 255
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HKKDVVI LLDS ITRLARAYNTVVPATSGKI LTGGVDANALHRPKRFFGAARNVEEGGSLTI IATALVETGSRMDDVIYEEFKGTGN
NTDB id 45997 FYK59 RS00980 WP 061182240.1 HKKDVVILLDSITRLARAYNTVVPASGKILTGGVDANALHRPKRFFGAARNVEEGGSLTIIATALVETGSRMDDVIYEEFKGTGN 340
NTDB id 1097 KZH42 RS03865 WP 002219650.1 HKKDVVILLDSITRLARAYNTVVPTSGKILTGGVDANALHRPKRFFGAARNVEEGGSLTIIATALVETGSRMDDVIYEEFKGTGN 340
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MELHLDRRMAEKRLFPAININKSGTRREELLVPNDQLQRMWLLRKFLHPMDE I EAATEFL INGKIKASKNNDDFFELMRGK
NTDB id 45997 FYK59 RS00980 WP 061182240.1 MELHLDRRMAEKRLFPAININKSGTRREELLVPNDQLQRMWLLRKFLHPMDEIEATEFLNGKIKASKNNDDFFELMRGK 419
NTDB id 1097 KZH42 RS03865 WP 002219650.1 MELHLDRRMAEKRLFPAININKSGTRREELLVPNDQLQRMWLLRKFLHPMDEIEAAEFLIGKIKASKNNDDFFELMRGK 419
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!
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